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>SARSl20.CB_A02_-_005.abl 942 183 160 ABI 
GGAGGGCAGCGGGGGAGGGGGGGGGGGGGGGACGGAGCAGAAAGACACCG 
GGGGCCCCCAACAATGCTACTCTAGGGCAGCTTCCCGGAATCAATACAAG 
GGGGACGGCGAAAAAGCTCATCCCAAAGGTGACGAGACCGATCAAGCCGC 
AGGCTAAAAGCGGATTCATATCCTTTAGCACTAAGCTAAATCCCGCCGCC 
ATAGCATCAATGCTTGTAGCAATTGCAAGGGTTAGCATCAATTTATTCGT 
AATTTTTTGAATTTCTTCTTCGAGGTTCTCTTGCATACTTTCATACACCA 
TTTTGGCACCGATATTGACGGAGCCTACGTCATAGATGTTTCCTGAACGC 
TCGAAGAGCCACGAACCCCCACCTCCTCCGCAGGGCCCGGCCAGAGGGAG 
GGGCGCCGCATGTTTTTTTTCAAGGGGCGCCCAGGGGAGGGAGGGGTGGC 
TGCTGACGCGAGAGTGACGTGACGGTAGCGGATTCGTGGGATGAGGCCGC 
GCCCGGCGGGATACAGTGCGCCATGCAACGACTGGAATAGGGAAGGCCCG 
AGAAAAAGCGGGACGGGGAGCCCGGAGCGGGGGGCCGAGCCGGCGGCCGG 
AGGAGGGTACCCGCCCGGGGGGCTGGCTCCCTCCCGGAGGGAGCGGGCGG 
GGCAGACCCGCGCCCCCCCGCGGCGCCGGCACGCAGGAGGCGCAGCCGCC 
TCGCCCTCTGGCGTCACACTCCCCACCCCCCCCCCGCCCCCCAACGGGGA 
CAGGAGCGCAGGACAAAGGCAGGGAGGGCGGCGGCCAGGGAGGAGGGAGC 
GAGACAGTTGCGCGGGAGCAGGACGGAGAGGAGGGGACATCGGGACAGCG 
AGACGCAGACCAAGACGGTGGGGCAGGCGTACGCGCAGGCCGGGTACGTC 
AGAAGCGAGGGCGGAGGGGAGCGCACCACCCCTATACAAGCC 
>SARSl20.CB^03_-_017.abl 2245 0 0 ABI 

GACTATTTAACTGGTAGTGCGTGATGAGAGTGGTGGTGAGGACACTCTAT 
TAACACACCACTACATATTCATACTTACACATTACTATNTTCAACCANAN 
AACACACTACACAACCNCGCCGCCGCGCCTGCGACCGACATGCAACGGCG 
CGCGAGCGCCANCGGAGGGAGGAGGAAGATAATGTTTCAACAACAATACG 
ANACGCGAGCGCGGACAGAGTGNAGATATATTTATTAAACTCACGACANG 
ACTACGAGCGATATCGGATGGTGTAGATGTTGAGATACGTGAGGGATATC 
GACTCTGANGAGCGTGACAGTAGTGAAGGGTAGTATATCTGTGACGACCA 
CACGCGTGATGACGAGTAGATGATTGTAGAGACAGATGCACGCCGTACTC 
GCTGACTGGATCAGTAGCAGATGACACGCGCGAGCGTGTGTGAGCAGAAG 
TCATCTATATAACTAATATACAACGTATGGCAGNCTGGCACCCTGNGAGC 
GCGAGCGGCACCGCCAGTCAACACTCGCAGGCACACGCTCTGCGCGTCAC 
GCTCTCGCATGCACGCACACTGACACAATCACTCGTACTCGCCTACCAAC 
GTCACNAGCGGACGATCAATATGCGACATGTGATATACATTCGTCGGGTG 
TAGCACGNGCACGATCATGAAGTGGTGGAGTGCTGATCGACATGTGAGTC 
AGACGATAGCTATCGACTCATGATGTGCACACACGAGCACAGAATGCGCG 
TTGAGCATGCGTACACGTGCTGTGCTAGTTATCCTGCGTGCNATGATCGT 
CTGCACAGTACTGANGCAGCTAGTGGGCTGATAGAGATGACATGTCGTGG 
CTCGAGCATACTGATGTCATGCGTGTCGGCCTAGCGTCCGTCNGATGACA 
GCANCGTACGGNGCGAGAGCGCTAGTGCATGTAGAGAGAGTANAGAATCG 
ACGCAGCGAGTGTACTCAGAGCANCGACGATANGTCACGTACGTGNTCNC 
ATACGCGCTGCGACTGACATGCGAGTGATGATAAACAGACGGNGCAATGC 
ACACAGCATAGATGCTAGACGACGCGACAGCACGACNGCTGGAAAGCATG 
TGTCGACGAGGTAGCAGACGACGACATGTGATGTGCGTGTAGTAGATAGC 
GGAACGTGATATGTCACTANAGCTAGAACGCTGATCTATATAGCAGTGTC 
ATCAGCGTGANGAAGCCGTAGTGTGTAGTCAGATAGNAGTCAACCAAGNA 
GCGTGACGGAGATAGTCTNTGAGNGGATAGTTGACGAGTAGCNTGATCTG 
TATGTCTCAGTCNGCTGCGAACGNGCAGATAGAGTCGAGANTGAGTGTGA 
TACGCGACATCCCGAGATCGACATATCCTGATGAAGTATCATATACACGT 
CGACGTCANACTCGTACGCGCGCGAGTCTGTACACGTACGCGAGTGCACT 
GATATGTNAGATCGTACATCAGCACCTGTTCTGAGNCGTCACAGCGCGAC 
GATCGCAACTCATCGTAACGATCATCACGGTCGCGCTAGTCGCTAGACGC 
ANCGACGAGTCATGGACGCTTGCAGGCNGTACTAGCANTACATCTGATAT 
CTNAGTCATCGTCANGCNTCGACAGTCGAGCATACTNCCGTCGCGTGCTG 
CCATGCGACTCAAACTGACTNCTCACGACTCGCGTATGGTCATAANTCGT 
AGCATGGAGATGGNCGTAGTCGAATGGCGNCACNAGCGTGACGATGNCTA 
CTACTGCNTGNTATGACCATNTACATTACCGCGTCTATACGCTGCNACAG 
ACTGATCACTNGTGCATATATCACANNTCACTAGTCGCGCTANANCCAAA 
TCGNGACGACATGCTNCGGCTNAGNTACATGTCGTGCAGCNTNAGTAGTC 
ATGCTACTATGCAGCTAATGCAAGCAGTACNATAGACCCTACTGCATGTA 
ANTGACTANNGTNAGTCGNTATCANCATGCTCTGCTACGCTNTANCTANA 
CNTGCNGCTANACTGATACTCATCANTGTACGATGACTGTAATTATGACT 
GATCGACNATTNCGATCAGTGTNGACGTTGAACGANCCGATGCTACCTAC 
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GTACGG ACGTACGGGTN ACG N CTG N CG CGTNGTAAATCTG AATTACTNCG 
GCGATN NTAG N NTN AN NTAGTGATACGTCG ACTG CT N ACTACTACNTNAC 
TNAAGTCGTACGACGTACGANNTGCCGTAGCGNCGTACTNGACNG 
>SARSl20.CB_A04_-_021.abl 840 38 719 ABI 
TACTCGTCATATCGGTGCCTGTGTAGGATGAAGATCCGTAATGATCTTAC 
TACAGTCCTTAAAAAGTCCAGTTACATTTTCTGCTTGTAATGTAGCCACA 
TTGCGACGTGGTATTTCTGGACTTGTAAATTGCAGTTTGTCATAAAGATC 
TCTATCAGACATTATGCACAAAATGCCAATTTTTGCCCTTGTGATAGCCA 
CATTGAAGCGGTTGACATTACAAGAGTGTGCTGTTTCAGTAGTTTGTGTG 
AATATGACATAGTCATATTCAGAACCCTGTGATGAATCAACAGTCTGCGT 
AGGCAATCCTAAGATTTTTGAAGCTACAGCGTTCTGTGAATTATAAGGTG 
AGATAAAAACAGCTTTTCTCCAAGCAGGATTGCGTGTAAGAAATTCTCTT 
ACAACGCCTATTTGAGGTCTGTTGATTGCAGATGAAACATCATGTGTAAT 
AACACCTTTGTAGAACATTTTGAAG CATTG AG CTG ACTTATC CTTGTGTG 
CTTTTAGCTTATTGTCATAAACTAAAGGCACTCACAGTGTCAACAATTTC 
AGCAGGACAACGGCGACAAGTTCCAAGGAACATGTCTGGACCTATTGTTT 
TCATAAGTCTGCACACTGAATTAAAATATTCTGGTTCTAGTGTGCCnTA 
GTCAGCAATGTGCGGGGGGCTGGTAATTGAGCAGGATCGCCAATATAGAC 
GTAGTGTTTTGCACGAAGTCTAGCATTGACAACACTCAAGTCATAATTAG 
TAGCCATAGAGATTTCATCAAAGACTACAATGTCAGCAGTTGTTTCTGGC 
AATGCATTTACAGTGCAGAAAACATACTGTTCTAGTGTTG 
>SARSl20.CB^05_-_033.abl 1815 0 0 ABI 

NGTTCCCTGAAATTTNGTNTTGGTNNTGGTAGGTGAGAGCGACACGTGGC 
GACCGAGCGCTCACGCAGCGAGCGTGCGCGTCCAGCGAGACCGTGCGGCG 
CGTCGTGGCTGGGGGCGCGAGCGAGACATCCGGTNCTACTCATACAGAGA 
TAGCGCCAANGACATNGNGCGCGGAGANATGAGAGGAATGCCCACACGAC 
ACCGACACGCAGACCGCNCACACAAGCAGCACACGACAGACTCTCTACCA 
CNCAACACGCACAGCGCGACACTGACACATCACCGCAATCGACCTCGACA 
CGCCGCGGTATAGCAGCACATACTCAGTCGAGCAGCATCAGAGACGCATT 
ATACG ATACTACGTCTCTAANGC NG CCCGCGNGNCG CACAGATG AGTACA 
TNCGACTGTCTGTCGGCTATCAANAATCAGTACTAGCAGACAGNGNGAGA 
TCGACACGCAGAAGTACACCACCGCTGAGCTGGGCGCGACCCACCGAGCG 
ACCGAATGTACGCATGCCAGCGACACGCTACTGCTCCATCTCGCATCTCA 
CTCNCGCTCACNACTAACACCCACGACACCTAAGTGTCGCCTGCATCTCA 
TCGACGACCGCTACACCACCCACTCCCACCCACGACATCCATCGACCTAT 
CTAATAACAGATCATAACTCCACCACCACCACCGCAGAGACAGAACAACA 
GCACGTCACGAGCCATACGAGAAGCGATGAGACACGTGATAGCGACGAGG 
TGACGAACAGACGCACGCGAGCGACAGCGTGAGCGCGGCGGTGCATACGG 
CAGCGACGNGCGTCCGAGAGAGACCACACGCCCTCGCACGACACCACTCA 
TATCACATCCTACAACCCTCACCGCGCGCACACGTCAGCTGCGACCGCGA 
GGACGATAGTGCCAGACCGAGGCGAGCAACTGAAACAAGAGACACAAACA 
CACACGCACGAGATAGAGAACGAGCCGAGGAGCATCACGACAACAACTAG 
ACACGCACCACCGGCGCGGCGCAGCCGACGCGCGCACGAGCGCACGACGG 
CACGACATACCCCAGAACTAGCGCACACACCGAACGCCCGCAGCAGTGGC 
ACTTAGTCACTGCGGCAGGCGACGACACAGATGACGCCCGACGACGCCAC 
GACGACGCAGCGACGTCGGCATGCCTGCGCACGTGAAGCGACGGCGCGCG 
TATCGCGGCACACAACACGAGCTAGCCACACGGAGCGACCAACACAGAAC 
GCACGTGAGCAGTACAACTAACGCGCGCTCTAGCACGCATACGCACGGCG 
ACTAGCAAGACTAGCGCAGGTCACGCACCGCGCACGCTTACAGAACCCCG 
TTCCGACTCATACTAAGTCAACTACCCTGCTCGACGCCACAGACGCGGAC 
GCACGAACGCGATGCGATCACACTGACAGCTGCTGCCCTCAGACTCCGCG 
CGCCGCNACGCCGTCACCGTACACGCCGGTCCGGCCGGAGNCAGCGCCCG 
GTCGCCATGCACGCAGCATCGGCGCACGCAATCGTGNCGAGCGAACCATA 
CGTGCAGCGTCTAACACGAGAGTCANCACATAGTACGTACCGCGATCATG 
AGGAGCACGCGCAGTAGACACCTCGTTATCGCACGACTGCGACAATGACA 
ATAGATGAGCGACTGACACAGCTCAGTGTAGATACGAACACGCGCAACTG 
ATAGGTCCCGCTCGAGCANCANCANCCACACGTACGTCGACAGCACGAGC 
ACGCTCACAACGACNNCTACGCCGACACANAGTCTGAGGGCCGACGCACA 
CTACGCTCGCTAAG N 

>SARSl20.CB_A07_-_049.abl 1744 0 0 ABI 

TCTGGGTGTGTAGAGTGTTGGTGTGTCTGGCTGTTATAGTCAGTGCTGTG 
TGTGCTATGCTGTCGCTGCTCGTGCCGTAGTAGCTATCGCTCTATCTTAG 
TCTCGTATGTATGCTCATATCGTCAGTCTCGTCAGTCTGNCTGTGTTCGC 
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TNGATCTCGCGTGNGCATCGAGTNCGGCTGTCGNACTCTCTACGTGTCTC 
TCCATACGTTCGGAGGAGCGCGCTGAGATGNAGTAGCGTCGCACATATCA 
ATTATCTAACTCACANACCNANCGCACCTACTCTCGCTCTGCTCGCCGTC 
GTGCCGCGACACTTCCTACGCGCTGCGCTCTTTTTCCTGCTCTCGNCGTC 
TG CTCTTTACTTCTG CTCTGTCG CTTTNGTCATCCTGTCTGTCTG CG CTC 
ATCCTCGCGATCGGTGGTGGTTGATGNATTGCNCTCTGNACGCGCCTGCT 
TCTCNCGCGACGCGCGCCGCGCTCTGACCTCGTGCTAGCGCCCTGCGACT 
GCTGCGCTAGCGCTCGGTCGCGTCTGCGACCTCTGCTACGCGTCTCTATC 
TATTCCTCGTCTACTCTCGTACCTGGTGCTACGTGACTCACCTCTCGCTT 
CTCGCTCGTCGTCACTTCTATCTCGTCGCTGATGCTCCTCATGATGTTGT 
TG CG CTATGTCGTG CTTANTTCTGCTG CTC ATATCTCTG ATGTCTGTTCG 
TACCGTTCTCGCGTCGCTGATCTCTACTGCATCCGCGTATATGTCATTAC 
GACGTACTAGTGAGTGCAGTCTGTGCGACNCTCTCTACGCCATAGTCGTC 
TACATACTCTGACTANTGCTGCATGTCTCACGGCTCTGCTTCTCGTCTCG 
CCTANTCTCGCGTGAGTTATACTCGTGCATGTGTACTGATGCGATTCTTC 
CGATTCTGTCGCGTGCTCTGTACTGACGCCGTAGCGTGTACGTCTCTACC 
TACAGACGCATACCTCTACTTNCAGTAGCTGCTGTCTTCTATGCTTTCAT 
GTGATCTTGCCTGGCGCGCTATTAGCTGTTGGCTCTGTCGTGCATACTTG 
TGCACTCTAGTACTCGTCAGCTCCTGCAGTGTGTATGCAGTGTCGCCATC 
TCATGATCTTGAATTTGCGTGCTACACATGTATCCATAGTGTCTGTAGGC 
TATCTCGTCGCGTCCGCGTACTTGTCrGCTCTCACrCAGTCGCGCGTCTG 
TGTGACGGACTCTCATGCCTCTTTGTTCTCGCTGCTCTGTCCGCGCCTCG 
CTGCGTCTGTTCTCTCGCGTTGTCCGTCACTACCCATTTCGTTCATGGCG 
CACATCGCGTCGCGTCGCGTCTATGCCCGACTGGAGTGATCGTGAGGCTG 
TGTGTGAGCGTGGTCGCGTACGGTCAATGATGCGTGATGCGTCTTCTGTG 
ATCGTGTTGTATTG CTGTCTACTCAATATAACG CTCTCCGCCACACTCGC 
GCTTCGCTCTCTGTGAGNACTCTCCGGTTGATACGTCATCCTTGCGTGCT 
TGCTCTTCATGTCTCTATTACTCTCTCGTTCTTTCTCTGCTCGTCTGCGA 
CTCATATCTTGTTGTCTCTGTCTTACTGTCTCTCGCACTCCGACTTCTGT 
CACGCGATACGACTGCCTCTGTTGTGTATAGTCATTTTCGCATGTATTCG 
ACGTGTCGTCTAGCGTCCTCTCGTTCTCACTCTGTCTCATGCATGCTNAC 
TTTGATTCTTTNTCAGTGGCTCTTCCTCTCTTGCTCTAGTTTCG 
>SARSl20.CB_B01_-_009.abl 2703 0 0 ABI 

GGTATTGCTAGNTTGCATGGTGNGNNNTNNGNTGGTGNTTNGCACGTTAG 
CGCGTNGANACANGATGCTACAGTTGATACGAGNTACTACTNTNATCACN 
ATNAGTACTG ACTACTG NTACGATCGTTNTGCTAGTATAAGANG N NAGTA 
GCNGATTCGATGCTAGTCATGTTGATCTGATNCNATNAGTACAGNGTNGN 
NTGTCAGATCACNAGTNTGGAGTANGTAGANCTGCATCGATGNGNTNACG 
ACTANACGNAGCNTCAGNTATANCACGCTGAGACGAGTAGTCNCGGACTG 
GATAGTGCTGTTNGTCACCTACTNNTCNTCATCNTCTGCATCACGCGCTC 
GANCANGCGACGCAGCACGCTGAGCNCTNGTCGATCCTCGTCGACCGGTC 
GTTTCCTATGTCATTCAGTCTGCAGTCNGCANCTGCATCAGTCGCTGCGC 
AGGCATCCATGCNGTACGNCTGCTACTGACGACTCGCCNTGCNGTACTGC 
TCCATNTNTCATTACGCGTNGNCTGCACTGTCGATNAGTGNCAGAATCAN 
AGCNGTACTNGTGTATNACCAACTNGACTGCTACGATTACGTGATATTNG 
CTGATGCGACTAGTATGGATCGAGTAGNNATGACGATNGATGGGNGTAGA 
GNCTNGTGTANGNGTCGCAGNGATAGCGNAGNTAGATGNAGTGNAGTGNT 
GNTCATATNCGGCAAATNCANTGAGCGCATGTTCCACTCCTANACNACCT 
ATCGCCGTNCGCCACGCATCATCGCTACTGTCGCTCCCANATGACAGCTA 
ACNCTNNACGATGCTCATGTGCTGCTNCTCACTGTATCATCGACAGTAGC 
TGCTGTGACTAGTGCTTGTCNATGACTAGGTGCTGTCGNTGTANGTAGTA 
GTCGTCGNGANGCGTCGTNAGNTGNTGGCAGTCANAGTGNGNATAGTGAC 
GNAGNGANGCGCTCAGCAGTTGAGANGAGCAGTAGTAGACGANACGTCGG 
ANGTACGAGAGTAGCTACGCGAGTGCAGCTAGCATGTGTACGATGACTNC 
ANTGTACGTG ACTAG CACTGTCG CAN AGTATG CGTAG ATG N CG CTG CTGT 
ACTGACTATGNTCGTGANTGACTGCNTGAGACNANCTAGTGCATCANGTC 
AGCATNAGCATGTGTAACATGTCATGCTNATGCGAGCTAGACTGGTANGT 
GTACGTCATNGCATACTACGTGCGTANNTAGCTCACATGCTACTTNCATC 
TACNTN ANTG CATTATG NTATCACGTG CAG CACG CAN ACG CGTCGTAATC 
ACNGTGCAGACTCCCATGTATGATGATCGAGCTGTCGAGTACTGAACTGA 
GTCATGATTACTCNGCTACTAGCTGAAGACTGCACGTATAGNCANATCTC 
TGAGTGTCATGAGAGAGAGCATCAGCACGTCACGACTCAGTGACGATCGA 
CATGAGCTGATGATCTCTCATACTGACATAGTACGTNATGCATACGTCGA 
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GTATGAACTGACTACNCTGTAGCCTTNCTNACGTNACGTGATATACTGTG 
TGTATACGCTNATCTNCTGCNAGNTGTAGTACGTACGTACTATCGTNAGT 
ACACACGTACGCTGATGACCAGCGACGCAGCATGNCGTGACTGCGTGNAN 
GAGACTACGACTCAGACATCATGCGCTCACGCGATANTNCTTNTCGACAG 
CGGCATGCGNCNTCTAGTATCGGATCGTATGTATGCTACANCTATGTGTG 
ACTGTGATAANGTCGTAGAGTACGACCAGCCAGCTGACGCTCCNTACTAC 
CTCNACGCTACGTCAGCTCATGCTAGTACTATGAGCAGCACATGANCTCN 
TTACGTGAGCTGACGCCAGATCACTATCGACGTCGTCGTGACATCATTCT 
ACTAANGTACGAGAGAGTACAGTCGCGTATCCATGCGATGCGNTCGACTG 
AC NATG ACTN ATGCACANACTATGTCG CTATCTCTG CG NGTCATCTG NTA 
GATCTGGAGCACTTCGACACTGACGCGCTAGCTGACTCTATACGCGGTNA 
CGTGATCCTACGCATCATACTATGTCANACTATCGTCNCTCACTACTGTC 
TCACGATCTACATGGACGNTCAGTCGTACTGCGGATCGCATCACGTGAGT 
AANTGCACTGTACTACTTGNGTACTCGCACGCACAACGACTTACACCGTC 
ATCTACATGACGCGGCTCTCNCACGATCTGCGCACATNCTGTGCGANTGT 
GCGTNTGCAGTATCNCAGTAGCGATATCTNTNATAGTAAGGNTAACGTTG 
ACTGTTGATCCTCGTGTATTGAGTATACGAGCTGAGGTACGACGTACATC 
AGTGNACAATGGTCGTCNTACTGTAGGNATAATAGATNTATGATGATNAT 
GACTATCATCTNGCTCAGTCACATCGCTGCATCATATCNTATANATGTAT 
GCATCTAGNACGCNTGTTCGTCGAGCTGNCTNCGCTTAGCNNTACANTCA 
CGACTTATGTANACTCGNGATNTATCGTGACTAGAATCACTCATCTGCTG 
ATAACGACAATGTAGTGTTAGTGATGTCNGAATGATANTGATGTGCTTGC 
AANGAGCGCCGACTTGGTGATCGTGTCTCACAGTGATNNCGCGTGAATGA 
TCCATGTAAACTNCATCATCACACTTTCNGCTCANCAGTNGATCGTATGG 
CGT 

>SARSl20.CB_B02_-_013.abl 921 0 0 ABI 

AAAGAGGGAAGGAGAGGAAAGGGGGGAGCAAAACGAGGGGGCGGGCGGGG 

GGGGAACGCAGAAACGCGACTCGGGGGGAGGGTGCCGTTTTCCGACCCGA 

AGGAGGNNNAAAAANCTTACCCAAAAGGGGAGGAGAGCGAGCAAGCCGGA 

GGGAAAAAGAGGATTCATATCTAAGCACCAGAGAGGAAAGCCCGGCGGCA 

GAGCAGCAAGGCTCGGAGCAATGGCAAGGGCGAGCACCGAGTGATGCGGA 

AGTGGGCGAAAGGCTTCCGCGAGGATGTCGTGCAGAGGGGCAGACACCAG 

GGTGGCACCGATATTGACGGAGGCGACGACATAGAGGGCGGCGGAGGGGG 

CGAGGGGAGGGGGGGAGGAGACGCAGGCGGGAGGGGGAGGGGGGAGAGGG 

AGGAGGGGGGGGTTGGGGCGGACGGAGGGGGCGGGGGGGGAGGAGGGGGG 

GGAAGAGGGGGAGGGGGAGGAGAAGGGAAGAAAGAGGGGGGGGAGGGGAG 

GGGGGGGAGGAGGGGGGGGAGGGGGGGGGGGGAAAAGAAGGGGGGGGGAG 

GGGGGAAGGGAGAAGAGGAGCACAAGGGGGGGAGGAGGGGAGGAAGAGGA 

GGAGCGGGGAAGAGGGAGGGGGGGGGGGGGGGAAGGGAAGCGAAAAGGAG 

AGGGAGGGGGGAGCGAGGGCGGGGGGGGCGGGACGGGAGCGAAGGAGGGA 

GGGAGGGGGGGGGGGGAGGAGGAAGCAGGGGAGGGGGGAGGGCAGGAGGA 

GGGGGGGAGGGGGGGAGGGAGGGGAGGGGGAGGAGGGGGACGGAGAGGGG 

GCGGGAGGGGGGGGGAGGAGGAAAGGAGGGGGCGAGAGGGGGGGGAGGAG 

GGGAGAGGGAGAGAGGGGGGAGGAGGGGACGGAGCGGACGGGGGCGAGAG 

GAGGAGAGGGGGCGGGGGGAG 

>SARSl20.CB_B03_-_025.abl 1560 0 0 ABI 

TCTCTTCTANNAANTAACACTNCTTCACCANACACACATACAGACCTCGC 
GTACGATAGACTCAACTCGACAACATTACTCTCTCCGCTCTACTCACAGC 
AGACACGCAACNGGGCGACAACTCCGATCCAAGTATACGAAGNTGGCCCN 

CTGCTCGCTACGGGGAGTGATATTGATACTCATCTATATCGNATGCGTGT 
AG CTTACCTG CTGTAGTTG ATCTCATTACG CG CTAC AG NTATAGCAGTGT 
ATGTCCTATGCTACTGTCACGTCGCTAGGCACACCAGTCTGTCGGAACCG 
CAGGGCTAGTTTAGCTCAGCACATTCGAGACAATGTCGGCCGAGTTCTCG 
TG CG CTAGTCAAGACTCGTCATATATAGTATC ACTTCACTGCGACCTAG A 
ATAGTACTAAGCTGTATGTGCGCTCTATCGACGTAGGAGGCACATCATCT 
GCATAG ACATAG CGTGG AG CCGTGTAACAC AACAGTATGCTG G C ATAGAC 
CTCTCGAGATGACAATCTCGTCGATAGCACATCATGATACAAATACGTCA 
CGATTACTCTTCCAATACTACGCCCCTAGACTCTACTAGACAGTACAAAC 
TCAAGACGGTTTGTACGGTGACGAGCGACAGATCGCTCATGAGTAGTGTG 
TCTATAGACAGGTCTTGACCGCCCGGCCTTCCGTGCGCGCAATGTGACTA 
CGGAGTTGATGTATGGAGAGAGAGCAAGCGTCTATCTCCTCTTCAGGAAC 
CAGCCGAATGTTGCTTACTACCTACAACCACACACTCGCCTTCATCTAGC 
ACACACGCCGTAGTTCTCAGGGCGCTCCTGCCCTGCGATTCGGCGTCCAT 
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CG AAGATACCAGTCCATTG ATGACAGACAGTATCGCG C CATCTG G GAG AG 
CCAAGCGTATTGGGGTAGAGCAATACGTAGACGGGACACATCACGCCGCT 
CGCCGCAGGCCTTGTAAAAACATTACGCGCGCGCGGACACGGAACGACGT 
AGTCACCAGACTGGTCTAAGCACTTGTTCATACTTAGAAAAACCCACCGT 
CACATAGTAACACACCATAGCGAAAAACTGAGACTCTAGTGGACTACACA 
GTAGGTCCTACTTTCGCCTCTCTGCTTTTTGGCGCGCACATCTGCCACGC 
ACCACACAAATTAACTCTCAGTGTGCCCGTCTCAAGGCAGCCATGACTAC 
TCATCTTACACTCACATCTCTAGTTAGTTCGTCTGCAGTCTCGATCCGGC 
TCTGTCAACTTAACTCTGTCTGCACTCCGCAACCGCCTGCATACGTACAC 
ATACGCTGTCGTCACTATATACTACACGANAGCGTTCGACGGCGACCTCT 
AGGCACAATCTACAAGCCTCACCATGCGCATATACCTTCACGGTGCGCCT 
GCGTATATACACGATACTCTGTGACAACACAACGACTACAGCACACAGTC 
GCTATCATCGCAGTGAGATGATAATCTGTGCAGCCCGATGGACTGCCGTT 
CTAGCCTACGCGCGAGGCACATAATACAACATTCGATACTCTACATCGAT 
CGCCGCGCCG 

>SARSl20.CB_B04_-_029.abl 787 10 401 ABI 

TACTCGTCATATCGGTGCCTGTGTAGGATGAAGATAGTAATGATCTTACT 

ACAGTCCTTAAAAAGTCCAGTTACATTTTCTGCTTGTAATGTAGCCACAT 

TGCGACGTGGTATTTCTAGACTTGTAAATTGCAGTTTGTCATAAAGATCT 

CTATCAGACATTATGCACAAAATGCCAAI I I I I GCCCTTGTGATAGCCAC 

ATTGAAGCGGTTGACATTACAAGAGTGTGCTGTTTCAGTAGTTTGTGTGA 

ATATGACATAGTCATATTCAGAACCCTGTGATGAATCAACAGTCTGCGTA 

GGCAATCCTAAGAI I I I I GAAGCTACAGCGTTCTGTGAATTATAAGGTGA 

GATAAAAACAGCTTTTCTCCAAGCAGGATTGCGTGTAAGAAATTCTCTTA 

CAACGCCTATTTGAGGTCTGTTGATGCAGATGAAACATCATGTGTAATAC 

ACCTTTGTAGACATTTTGGAGCATTGAGCTGACCTATCCTTGGGGGCTTT 

AGCCTTATGGCCTAAACTAAAGCCCTCCCGGGGCCACAATTTCACAGGGG 

CAACGGGAAAAATTTCCAGGAAATTTTTGGGGACCATTTGTTTTAAAAGC 

TGGCCCCCCGGAAAAAAAATTTCGGGGCCAAGGGGGCCCTTAACAAACAA 

GGGGGCGGGGGGGGGGGATTTTTGAGAAGGACCCCCAAAAAAAAACACGG 

GGTTTTTTCCCCAAAATTTCTTTTTTTTACAACCCCCCCCCG I I I I I I I I 

GTGCCCCAAAAAATTTTTTCTAAAAAAAAAAAGGGGG 

>SARSl20.CB_B06_-_045.abl 1752 0 0 ABI 

ATGTAGCGAGTAGCGAGAGCANGNGACGCGTGCTGCGCGCCTGCTGCTGC 

CTCGACTGTGCTGCGGACGAGTAGCGGCGCGTTGCGTGCGCGCTGCGCGT 

CGCGTCTGCTGNAGCCGCGGTGCGCGAGCGNGCACTACNGCTCAGCGTCT 

CGTCTGACGAGTGCAGCAGACGCGCTACCCGNCGCGTCTCGACACATTTT 

CCGCNGCACAGACGACGCAGCGAGNACGCCGACGACNAACGNGACGACGA 

TACTTTTTGACACACAANCATCAGCACNACGCGCACGCGCGCCTCGAGCN 

GCGCCCGNGCGNCGCGCGCTCGCGCGACGCCGCGCGCGCGCCGTACCGCG 

TGCGGCAGCTTGTCTGCTCCTCGCCCGGTCGAGACTCGCGGCGGGTCGGC 

CAGATGTGGGATGACAGCGCAACCGCGGAGGTCAGTGAAATACCCGAGGA 

CACGTACACGTCAAACCACCCTCACGACATACTTCCTCGCGGCGCGTGGT 

GGCGGCGTAGAGGCGAAGACGCGGGGCGTGCGGGGGCGGGCGGCGGCACG 

ATAGGCGGCGAGCGGCGGCGAGCGGCGCCGCAGTGGCGAGCGGTCGGCGG 

TGAGCGGCGGGCGCGCGGGTACGCGGACGGACGGCGGTGCGACGGTGTCG 

ACGCGATCGTGAGAGCGTAGGAGGGGTCGCGCGGACCGAGCGAGAGCGCG 

TGCTCGAGTGCGGTCGCGCCGCTGCGGAGGAAGCTCTGTATTGGCGTGCG 

CGACGCACGTGCGGGACGGCATGAGCGACGCTGAGGGGTGNTACGAGGGT 

CGGCGGTGGAGGCGAGCGGGGGGAGTGAGAGAGTGGAGGCGTGGCACGAG 

CCCGTGACTGATGAGAAGAGATGGTGCTGCCGGCATCGCCCCGCCGCACA 

GACGGGCGCGACGCGCATCGTGGCGCGACGCGTGACGTGTCGACGCGCGC 

TCGCTGTGCATCGAGCGCGAGAGCGTGCGCAGACGTACCNAGACGCGCTA 

CGCGCTGCTAGGTCGAACGCAGCGCGTGCGACGAGCGGTACGGAGCCAGG 

CGGGGAGAGGGAGATGAGGCTACAGTGGTGAGCGCGCGCGGCGCGGTGCG 

CGACTGTGAGCGCAGAGCGGAATGACGGTGTGAAGAGTCGACGNCACGAG 

CGTGACACAAGCACGTCGACGCTGCAGCGACGTATCGTCTACTAACTGAC 

GACTGTCTACTGGTGAGACACGACAGTGCGAGCAACGAGAACGCTANGAC 

GCGACGTGCACAGAGCAGGGCTCGCCACGCNATACGAGGCGTGCGAAGAA 

CTGTGCTGAGCCTAGTCGCGCGCAACTCACGACCGATCCGTGTAAGGTCA 

TAGAGCGTACGATGTACGGAGTGCTTCTGATGATAGCGCTGGACGCGACG 

ATGNGCACTGCACTGACGGGTCAGTTGAGAGATAGGCGGTTGACACGCAC 

GTATGCACGGATGCACGACGCGCAATGTTGCGTGCTAGCGGANATGCGTG 
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ATGGNATANAGGGNATCGAGCTNGCATCGAAGCGAACACAGCGCTATCAT 
GNCCCGATCTCGCNACNATCCTACCACATCGACCCGCTGNNGTGATGCGA 
TCGTGTCGAGAGTGATGACAACGATACGATACGCAGTTCCTANCGGCGAG 
ACAGGGCGGCAGGATGCAGACGAGAGTACGCGNGCGCAGACATCATCAGA 
GGGGCTGCGCTGACGAAGCGAGGCGCACACATATGGGCCAGCTCGTGTGC 
GA 

>SARSl20.CB_B08_-_061.abl 2153 0 0 ABI 

ATGTATGAGTTGNTATANGAGATATGGTGCGATATCAGTTCGCANTACGT 

GTACTAGCAGAGTCACTGCATGTCGTGCGACGNCAGCAGCAGTACGAGAG 

AGATCGGATCCACGACGTTACTTCATCACTAGGTATCGAGTAGACGACCA 

GCATAGACGCACTAGAGCGTANCGTAGACTGACAGTACACACTATGCATA 

CAGAAGCGTCTCAACGAGAGAGATTCCTTGTTCTTCGCACATCTACTATG 

TACACAGACTAATACTAAAGCTGAGATATATATGTATGTAGAGTNGTTGG 

TACAAGATAGACGATCTGTCGCGGTGTACGCGTTGTCGTGTGTCAGTCCG 

GCATCGCCTAGGTCTCTCGCGCGTCAGCGCTGCTCGCGTNCGAGTAACTA 

TGTCTAGTAGCGCTGCAGATAGCGACGACTATGCGTGCGTACGAGGATAT 

ACTGTCGTGATTAGCGAGTAGTCGCAACTCATGTCGAAGCTACATTNATA 

CTGATATCTCCACCACAGTCGACTATATACTNTACTGTAATCTNCTAGCA 

CTGACCCTGCATCATCTCNCGTGCATCTATACTCGTCGNTGCACAGTGTA 

GACTGTNCTGCCATCCGTCGACGTCTCTGCTCGTCGTCATGCTCCGTGCT 

CATCGCCATCACTGGACTGTNCTAGCTGTCTTACACTGCTGCTNNTCTCC 

TCGCTGCGCTTCGTCTTCTGACTGATACGCGTCGACACATATCGTAGTCG 

TGATNGTCGTAGTGTGCGATGTATATATCTGTTCTTGCTGATGACACGCA 

GATGCGTAGCAGACGAGTATATCACTNGATAGATACAAACGACACGAGTA 

TGAGTAATGAGTATGAAGAAGGATAGTGNTGTAGTCGAGTGAGANTTATG 

TTCGATGAATGAAGAACAGTACATTATCTGAGCGACGTGAGACGCAGTAT 

GATACTGATAACTGAGACGACATGTGCGTGACTGCAGTACTATGACGTCG 

TCAGTAGTCATATGTCAGTGCGTAGCTGTCTACTGAGGACGATGCATAGG 

GCGTAGGATACTCACAGCTGCTAGCGAGGCGTGTGCAGCACGCCCTCTCG 

GTGCGACGAGTGACTTATGCGTAGTACGCGATCAGACGCAGTGGATGGCA 

GATATCTCGCTCGACTGTCATATGCGGACCACGACAGAAATACTACATAG 

TATGTGGTGCAGACGTACTTGACGTGACTGNCTACGGCNCACTAGCACTC 

GTCGCTACTGCTAATCACGACATGAGTGCGCAGCTCACGCATCGCGCTGT 

CTCACAGATCGTTATGACTACGATCATACATGAACTACTTGATAGCACGA 

GATGACGGTGAGAGAGCGCAGCAGNCGACCACTATCACGAGCAGATATGT 

CTGCGNACTACTAACTCTACGCACACATANTCAGAGCGTGTCTCGAGATC 

TAGTGNGANTGCACGACTCGCATCGAGCACACTAGCTCTGTCTCAGCTAC 

TCTCTTAAGCACGCCTCACTTNTCGCCACACCTGCGCGCATCGCTCCACG 

GAGCATCCGCAAGCGAACACTCATACGCGTGATNCTGCCTAGCATCTCGA 

AGATATACNTCTCGCTACGCACGCGCTGCTAGTAACATGACAGGCTGTGA 

ACGATACGTAGATCGTCTGAGATAGCCTATGATCATCGATCNTANCGTGC 

TATAGAGAGGTCACGCGACAGTCATGNGAATGTAGTGAATGAGTAATAGC 

GAGCGACGTAGAATNGCACCAGCCACGCGCAGACTACGACTGTCGATCAA 

CTTCGTACGTACAGCAGTAGACATCTATACAGCTCACGCGTCAGCGAGCA 

CACTTCGACACTCAACACGCGAGTCTCTCGCGATACTTACAACGACGACT 

AGAACNACAGTATGCTTGTGCGTCACACAGATAATCGTCGACCGTCAGCG 

TACGTCTAACAGTGAGGAGTTGCGAGCGAGTGCAGAACGTAGCCACGAGA 

AGTACGAGACGATAGTGCAATGGANACNGNCGGACAGAGNGTATAGAGTA 

CAGAGNGACGGCACAGCTATGAAGCGCGATATAACCGACGCACTCGCAAG 

GTGGCGNGTCGAGATTACTATACACATGACAATTGATAGCGAAGTATCGC 

ATN 

>SARSl20.CB_c02_-_006.abl 1551 0 0 ABI 

CAGTGGGGTTCTGTGANTCGGCGGGTGTGTGTAGTGTGTGCGTGTCGCAT 

GATGAGTCTACGGATTACTGTAGCGTGTAGATAGCAGACAAGCAAGACAG 

ATACGTCAGTGCACCTGAGAGATAGATGAGACAGCGANCGCGNATTGCTT 

CTTATCCTCTTCTCACAACAGATACACAGCCGCGTGTGGCTTCTATTTCT 

TGGTTCGACCTNATGTCTTCATAATATGCATCATCCTTAG CG ACG CGACT 

CACCTG AGTTAGTCG CG CAGTCTATCTTC NTATCTACANTCTG ACGCAG C 

ACTTCTACCATGCCCTCGCGTGCGCACANTGTCACACGCTGCTAGGGGAT 

ACCGCGTCGTGACGCAAGGTGTCATGTCGCTCGCTGGTCTGAGACGCGCG 

TCGCACGGCGACTGCGACATGATACAACAGAGTAGCAAGTGATCTGACTG 

AGACGACCGATAGAGTATATATATATATGTAACGTATTTATCACTATGGA 

GATGAAACTATATGCGTCGTAACTCGCGAAATGGAACATGAAGTTACAGT 
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GAATAGATGTGCATAGACGAAGTGTAGAGAGTGCCAGATATGAGTATAGA 
TGATTGGAGAGGACTCAGCTAGCTGTATGCCCTCTCAGCTTCTCAGTGGG 
GAGGAAGAAGCTGGGTGTGCANAGCGCAGATGTCGCGAGGTGACGATGTG 
GGTATAGACGGTAATCTGCCTACACTGCATAACTCACACCACGTGACGAT 
GATGTACGATGGATACTTCTGCGCTGCGAGTATTGTGTGTCTGCGGGTAG 
TTAGAGGCTGCCGGAGAGTATGAAACGCGAGATAAAACGCAAGAGAGAGT 
ATGAGACTAGTACTAGCACAGCTCACATGAGAGAGATGATCAGAGCGCCT 
AAGACTGTCACTCAGTGGCAG CAGTACAG CTAATG ATAG CNCCGACGTCC 
GTGTGTGAATGTCAGTCACAGATCTGTAGCTACTGTCGTTTACTATCTCG 
TG CTAG CACG AG CTG CG AG CG CG ACTG ATGTGTTGC ACTCGTTCCGATCA 
GCAG CG ACAAGGTGTTG CTGANTG ATG CTG CTTG CTAG AT AGTAG ATAG C 
AGCGATGATGATAGGGTCGTCAGATGATGCTATCTCTATTTGTATCAATT 
NGCGGCGACTGGCGACAACTNATAGTCTTAGACGTGCACAGTGTGTCTCG 
GAATCNGCTTCACGATACGTCGGTCAGTGCTCTAGATTAGTATGTTAGTA 
CACGTGCCGTCCTCTCGCTGCGACGTTGTTGCATTCATAGATGCGTGTCG 
AGCATGTCGTCGCTGATACGTATGCAGTACTCGCAGCGAATCTGCNCTAC 
TGACTTATATGTCTCGCGCTATGGATCTGACGACTGTGNTCNATAGTCTA 
TGTAGGATATTCGGCTCGATACTGCTGNTGATCACGTTGTAGGGCGAGAG 
ACGTCTCCGTACGCATGACGTGGTGCGTGGTACTCTATCTGTCTCACTCA 
GCATACACTGTCTGAAGANATAATGTGATAACAGATACGATCTTCATAGA 
T 

>SARSl20.CB_c03_-_018.abl 856 40 361 ABI 

GTACTCGTCATATCGGTGCCTGTGTAGGATGAAGATCGTAATGATCTTAC 

TACAGTCCTTAATTAGTCCAGTTACATTTTCTGCTTGTAATGTAGCCACA 

TTGCGACGTGGTATTTCTAGACTTGTAAATTGCAGTTTGTCATAAAGATC 
TCTATCAGACATTATGCACAAAATGCCAATTTTTGCCCTTGTGATAGCCA 
CATTGAAGCGGTTGACATTACAAGAGTGTGCTGTTTCAGTAGTTTGTGTG 
AATATGACATAGTCATATTCAGAACCCTGTGATGAATCAACAGTCTGCGT 
AGGCAATCCTAAGATTTTTGAAGCTACAGCGTTCTGTGAATTATAAGGTG 
AGATAAAAACAGCTTTTCTCCAAGCAGGATTGCGTGTAAGAAATTCTCTT 
ACAACGCCTATTTGAGGTCTGTTGATTGCAGATGAAACATCATGTGTAAT 
AACACCTTTGGAGAACATTTTGAAGCATTGAGCTGACTTATCCTTGGGTG 
CTTTTAACTTATTGG CATAAACTAAAG CACTC AC AGTG G C CACAATTTCA 
GCAGGACAACCGCGACAAGTTCCCAGGAACATGTCTGGACCTATTGGTTT 
CATAAATCTGCCCACTGAATTTAAAAATTCTGGGTCTAGTGGGCCTTTAA 
ACAACAATGTGCCGGGGGGGTGGGTAATTGAACCGGGATCCCCCATATAT 
TACCTAATGGTTTTGCCCGAAGTTTAACATTTGACACCACCCAAGTCCTA 
ATTTAGTAGCCCTAAAGAATTTCCTTCAAAAACTACAATGTCACCAGTTG 
TTTTTGGCGATGGATTTACAGGGCGGAAAAAAAACCGGGCCTAAGGTGAA 
TTCCCC 

>SARSl20.CB_c05_-_034.abl 1600 0 0 ABI 

CATCC I I I I I I CTGCTTATTTCGCCCCTTCTTCATACCCTCACACCCGAC 

ACACCGCGTACACACACCGCCTTAGCATTGATAAATAGGAGAAATGAGAG 

AAGTGCACTACTAACTATAAATTAANCGACCACGACAACGACACACGCAT 

CGCTCCTTACACCCCACCACCGCGCCCGACGCACTGTCGCGACCCGTCCT 

CTCTCTCCACGCCCGNTAGCGCAAGATGAAGTACGACGTCGTGGTCAGAC 

GGATGCGGCGCTGGGAACGAACCGGATGAGGCATGCTTGTCATACCTACC 

TCCACAAAGATAATCTAGATAGCGCAACAAACCAACATCACCGCATACAT 

AGACAACCTCGCCATCCCCTAGCATCGAGTCAGACCGCTATCCACGCCGT 

CCCGGCGGAGTCCCTCGCGTCGACCTCCACCACCCGCCCCACCACCCTCG 

GTCAGCCCCCACCGACCTACACTCTCGACCGTCACGATACGAGCAGTACC 

GAGAGACGCGGACGCGCTACTACACGCCCGTACGCCGGTGCGACGGCTGT 

CAGACAGAGGATGTATAATGATGGGACAGACCGNCTCTGCTAGAGAGCGT 

GCTATGCGTTATCGAGCGATCAGAATCACCGCGATCTACTTCGTACACAC 

GATCTGTAAGAGCCTCACAACTAACTGCAAGTCGATGAGACAGACTCAAC 

GACCCAGCACACCAGTACGCGACCGACGCGCGACCACCCGACACCACAGC 

CGACTCCGGTCTGATCGCCGCGCGAATCGCGCGCATCGACCACCTCGGCG 

TGTCGCAGAACGCGCGATGCCNCGAGGAACACGCGCCCCACTATCGCGCT 

CGACGGGCGGCGACGAGATCCGGTATCGCACGGCTTCGAGTGTCGCTGGC 

CGGCGAGCGAGTGGGACCTGCGGCGTGCACTCAACTCGCACGACTGAGAC 

CGCTGACGCGCGACGTCCGCCCCGTCCTGCGAGTCGTCGCGCGTCCGGCG 

CCGGCCTCGGATGCGCGCCACGGGCGCACGTGCTGTCACGCTTGCACGAG 

CGACGCACGCGTGCCCGCACCTGCCCCGCGCCCACGACTCGCAACTCCTG 
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CCCGCCCGCCCTAATACGCGCGACGCATAGATGTATCGCACCTCACCTGA 
CGCGTTCATACGACATGCATTACTCCGTACGTATGCCCTACGCACATTAA 
ACATCATTAGAGTACGAGATCATGCTAGCATCACACGTCAGCACGCCACT 
GCGCTCGCCTGCATCATGCGCGTGACNCCGATGCAACGCAGCACAACCGC 
TACTAACGCTACACTCTTCTATCACGAGCTATCACTCAGATCACATACGC 
TCTACGCCGCAATGCGCCTCACGTAGCTACTTAGNATGGTCGTGCACGTG 
ACTATATGACACTAGAGCGCGTCANTCGTATCATGTTCTGACGCTATCTG 
TCAACNCGATGCGTCTTNTTCATTAGTGTGTTCTAATGCTTAGTCGCTAT 
AGTACACGAGACGACNCNGTAGCATCANTGCGGTAGCGNGCANTCTGTGC 
CGTGTCACTG CG CG AGAGAACACGTTATG CCTCG CTGCTGTCGGCATCC N 
>SARSl20.CB_c06_-_038.abl 2896 0 0 ABI 

GACGAACNNTCGGAGNNGTGNAGACAGANAGNGTGTGNAGTGAGATAGTA 
TGAGTAGCATGAACGAGTCANGAGAACGAGCTACNCACGACGTACTACGT 
ACAG CACGTACTGAG CCAG ACTCGACTAG C ATAACTCGCCATGACGTGTA 
AGCGATGGATGCGACNANGAGACGNNCNGCGGNCGTGCNGCAGCTCGTAC 
GCNGCGTTGGCNAGCTGCGTAGCCACTCTGGATACGTGCGACAGCTGTAG 
CATNANCTACGACNGCANGCGTCGCCCCANATCGNCGTACTGANCNCGNC 
TAGACGCGAAAGGCAGCGATGATCATAGTACAAGTACGCACATACTCAAG 
CANCAGAGAGTANGANANACGAGCACACNGAAACNGCNNGANGCAAAGTA 
GNGNAGNAGNACNATTAGCGNAGGAGCAGAGTAAAGTANTATCTGATGAN 
ATNNNGATGGCNGAGTAGANGNAGNCGACAGCAGTGGCAGNTGGCTNGCT 
NNGTTCGCTAGCGACATACGCAACGTCCATCACGANGCAGTCGCTTGCAG 
CATGTCAGTGCAGCNNANCANGACNCNTACNTCGNNGNCGATCTANCNAC 
ACATNGTANTAGCACTCAGTCAAGANACNACACGTAANACGCATGCNGCA 
CGCGNCAGGCTGCGTCGGACNCNACTNGNCATACANACGANCGANGCAGC 
GCAAGCCTGANAGCACGATGACGAGCGACNGANNCGACTGATCGCGCGAC 
GCACGTANACTNNGATGANGNTGNGAGTNNTGATGAGCNTAGAGANTGGA 
CTAGCGATACTNACNGGNACGTACTGACGTAGCAGACTCAGCCGAGCAAC 
GCGNGACNAGAGTCGAGCAGTGCNGACTACAGCCGATCGTACACATATCG 
AANTAATACGTACTGCCATCAGACGTCAGCACGTCACAGATCGGTACNTA 
CTAGCAGTATGATNGACGATAGNATCNTGACATCAGTANCAGACAGACAG 
ACTCACTGAGTAGTNCANTNGAACCATGANGACACNAGCACGCAGATCAT 
GTNCAGCGATCAATGTNCGTACGATGCANGATNTGCAACGTCAACTGNCA 
NATCNACNCACTACNCGACACACTCAGCAGAAACCACGNTANCTCGTCNC 
ANCCNTCNACGCNCANCTANTNACNNCGTCTGCCNACCCTNCCCGNTATC 
CGGAGTGNCAGTGCGCATCTGACGCGTCAGCGCTGACTCGAGCTGCACGA 
CTCANCTCGTNGCCGNTCGACACGTCGTGCTGCTGATCGCAGTCGTGCTA 
GTTGTGACTGCNNCGTCGAGCATAATCGTGGTGATCGTGCCGTCAGNGTC 
GCNGTCGTAGTAGCGCGCGACACTGCGAGCGCCGAGGAGCATGACTGACT 
GATGCAGCTGTGCATGCACCTGCNGACTACGACGCAGGTCCGTCAATACC 
GCNCACTTACAGCATCACATCACTCGCATCANCTCATGACAGCGNACTGT 
GCTCGCNCTAGCTGCGTAGTCCTCNTGCATCTCTANACTCACCGCGAACT 
CGACGTAGTCGANCGAGGNCGCGNGTACGAGAAGCGCTCNGCGATATACA 
TGTCTNANCGTAGACGATCAGTGACANTCGATGCTGTACNTCATGAAGTC 
GCAGACTGCGATCGNATACCACAGTCGTACGAGCAGTTATCTTGACNGNG 
CGCNGCGNAGCGAGCAGTGCTCGATACGACAGCAGTCCTCAGTCGACAAG 
CGATATCATCGAGACGNCAGGTATAGTACGCTGTCACGTGTACCGCACGN 
NTGCGGTGCGCGTGCGGAGAGGNCGCGTGATACGTNCATCNCATGAGCGT 
GCGATGACATGCCTCCCTCGCTANACACTCGTCTGATGTCTTGACATCTG 
CGTCAGTCCACACTGCGACGACGACACGACAATAGAGTAGAGTCCCACGA 
NCACTATGAGCGAAGCGTGAAACGTCTGTAACTATCGCTACGAGGCTCAC 
ACGCTCGCTGCANTACTAGCNANGACTGCACGACAGTGGCTACATCGTCT 
CGATGTAGACGACCGNGCGCACNGACGATACANTCGACACAGCGTGCGCC 
AGTATGTATCGCACAGCGCCTCATCTACCGCCACTGATACTGAACGCCGT 
TNGTCGGATGCTTCGACGACTCGCCAGCCCGACACGTACTNCGACCGACT 
GCATGCACGACGACGCGCAAGGATCACGACAGGCGAGCTATAGCCGTCTA 
NTAGCTATACAGATATATANAGACGATGCGANTNANTGGAGATCTGACGA 
GACGTGTAGCTGCACNAGACGTACTGACAGACTACATACCGNACGGCAGT 
CACACGATAATACGTACGATCACACACGACTACGCATGTGTGTCATCTNG 
CNTCTG CTCTGACGTAG CG ACGATG CG ACCTACTACCG CG ACAGTCG CG A 
TGTG AG CGTN CACG CGATCGATACTCG ATTCAATGG CAG NGC ACTGCTN C 
GAGCGTCCGCGACGCCATCGACATGCTACCTCTATCGGTACGNATGCGCC 
TACGCATGGCACAACCTCGGTGANCTAGACTAGATCGNCAGTTGACTAAT 
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GATTGACGTATGTG AGTGTAG AG CGTGTG ATAG AG CG C AG CTG CGTGTAT 
AGATGGAGAGTAGAGATNATGTCAACTGATGAGNGTGATCGAGCGCGAGA 
CATGACGGAGTGGTGATCGATGTTAGGATGGAGCGTCAAAGTGCCACACA 
CGGCGAGNACGCCGCAGCAGCGAAGGAGAGAAGTAGGTGACTGCGCGGCT 
CG CG AAACGACAGAAACGATACCTCAG ACGGCTG CTGG CC AC CTACATG C 
CAGCGTCCATATCGCNCACACCACAGGCCGACAGGCAGTGAGGGGG 
>SARSl20.CB_c08_-_054.abl 2013 0 0 ABI 

GAGTTTTGTNTGTTGTGTGTG CTATAAN NTTC ATTTATATTTCTAACTG A 
TACACTCTACACGAGCTTAATCTACATTAATATATACACATCTACTATCA 
CACTACTACATACGCTACTNTACGCCCATCAATACACCTATACACATTCG 
CTCATATTACTACTACACTCTAGACGACGCANACAGCATATAAGAANAGG 
TCTTTTTACAANCATCACTATATACTTATAGAATACTACTATATATNTTG 
TGACTATATGTTACTTTACTATGTATCGCTCCTGATCCGTGCGCAGGCAT 
CTGCGCGTCGACTGCGCGCGCGCAGACCCGTCGGCGCGACCACCGCAGAC 
GAGTCGTCAGCTGAGCGCGCGATGCGCTCGACTGTGCTCTGATCTGTCTA 
CGTTGATGAACTCACATGTGTTGATCATGTCTGTATATCTATCTCGTCTG 
ATACTCATTCTGTCTCGGCATNTCATATGCTCACGACTAGTGCGTCTAGT 
CTTCGTAAGCGCGCTGTANGACAATACATCCGACGTCGCTGAGACTGCGC 
TCNGTCGGTGATGAGCATCTCGCCGACGTAACCAGTTACATATGCAGCCT 
GTGATGAGTTCTGTGTAGTCATTATCTATGTCTAGNTACCTATAGTATTA 
TGCGTATACTTGCTTGTTTGCATATATGATCCCGAGNCTAGCGTGTCGTG 
AGTGCGCTTGTGTGTCACTGTACTGTCTCTGTGACCTTCATAGAGAGACG 
NCACAAGAGCTAGTACGTCTCGCGACTACGCTAATCGACTCGTGACGCGT 
AGTGNTACAGACACCTTACGTGTCAGTCCGATCATGAGCATAGTCAGAGA 
CACGACGATAAGCAGTGTGTGNAGCCACCCGANAGACTCAGCGACTCGTG 
TGTTCTACGGCGCCTACGCACCGCGCNACACATCATATGCTTCGCGCACG 
ACGACACGTCTATGAGTCGTCGAGACACCANCAGCATCGAGCTGTCGCGG 
CGGNCTGTGTCTCGACGCGGTCGCTGTAGACTCTCTGGATTCGTATTAGC 
TGACATGCGATCACGATGCACACAGCACACGTCGTCGACGTCGTGACTAA 
GNTGATGAGTGAGACGACGACTCGTCAGCGATAATACACTAGTTCTCAGT 
G ATCGTCG CACG CG CCTCG CTCCGC ATCTACGTATGTC AG CG CTAG ACGG 
TACGTAGACAGATGGCTANGCACGCGATGAGTCTGGTTTGGCGGTGCACA 
GTGACTTCAGCTCGCGCATGAGCGATGATTCTGCAGANCTGCAGCGCGAC 
CTCACTCCTTGTAGATGTGCGGCAGGATCGTAGGACCACACGCAACTAGT 
GACATGCGATAGCTCTTCATGCGGAGTGTGCACGTNGAGTCGTTGAGCGC 
AGGCGNGCACGAGCAGTCACGTGAGTACGGTCGAGCTGTGTACGCGACAG 
ACATCG CACG CTGCG CTCCGAATGG CTGC AATCAG ATTAG CG AACCATG C 
NGTACGTCTGTACGTCGTATGCTCATACGTATCCGAGCATGTCGTCGCCT 
ATAGACGACGTCAACTGTTCCTCAGTAGGCACGTACGTCGCTCTGTGATG 
GAGCTGATATTATCTGTCGGCGTGCTTAATTGTAGAATACGTGTATTTGA 
TACGCTCATATGCTACGACATCTATCCTCGATCTTCTTCTTCTCGATGCG 
TGCGCNCTTCCAACTGTACTTTGAGTCAGCACGTCCATCTNTTATGTAGA 
TTCTCGACACGATGACTATACTAACACGATTATGTCTGTCGTCACTAACT 
CTCGCGCTAGCTCGTCATCTGTTAGGCTCCTTAGTGTTCTGTGTTGATCG 
TGTCTATCTCGTAGTTTATCCGTAGCTCGCAACTCTCGTCTCTCAACGTA 
GACTACGTGCGACATAATTCTAGAGTCGATCTCATATGTAGAGTGAGCGA 
GGTGACGTGGATAGAGTTCGATAGTCGTGCGATCAGCGAAGAATGTCCAC 
GATGCGCATAGCG 

>SARSl20.CB_D01_-_010.abl 803 34 359 ABI 

GCCCAAATGCTTAGGATAATGGCCTCTTTCGCTCTTGCTCGCAAACATAA 
CACTTGCTGTAACTTATCACACCGTTTCTACAGGTTAGCTAACGAGTGTG 
CGCAAGTATTAAGTGAGATGGTCATGTGTGGCGGCTCACTATATGTTAAA 
CCAGGTGGAACATCATCCGGTGATGCTACAACTGCTTATGCTAATAGTGT 
CTTTAACATTTGTCAAGCTGTTACAGCCAATGTAAATGCACTTCTTTCAA 
CTGATGGTAATAAGATAGCTGACAAGTATGTCCGCAATCTACAACACAGG 
CTCTATGAGTGTCTCTATAGAAATAGGGATGTTGATCATGAATTCGTGGA 
TGAGTTTTACGCTTACCTGCCTAAACATTTCTCCATGATGATTCCTTCTG 
ATCATGCCGCTGTGTGCTATAACAGTAACTATGCGGCTCAAGGTTAGTAC 
GTAGCATTAAGAACTTGAAGGCGGTTCTTTAATTATCAACAAATGTGTTC 
CTGCCCGCACCAAAATGTTTGACTGACACCGGACTTCCTAAAGACCTGCC 
AATCTTGCTCACCAAGATTCCTGCTTGCGAAACACGACATGCTCACTGGC 
ACCGCTTTTCCCGAGTCTGTCGCAGAATCAGGGCCCGCTTGTTTGGGCAC 
CGTACTTGCCAACGTCGCTGCTCTC I I I I GAGTCAATGGTACGTGACAAT 
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TCTATTGGAAGCCGCACCCCCGAAACCCGCCGGGAGCCGGAAGTCTTTGA 
GACTCTTCCGACGCGACGCCCACTGCGGTAGACTAGGCTCCGTCGCCCCC 
GCC 

>SARSl20.CB_D04_-_030.abl 852 10 2 50 ABI 

ACTCGTCATATCGGTGCCTGTGTTGTAGATTGTTGACATACTTGTCAGCT 

ATCTTATTACCATCAGTTGAAAGAAGTGCATTTACATTGGCTGTAACAGC 

TTGACAAATGTTAAAGACACTATTAGCATAAGCAGTTGTAGCATCACCGG 

ATGATGTTCCACCTGGTTTAACATATAGTGAGCCGCCACACATGACCATC 

TCACTTAATACTTGCGCACACTCGTTAGCTAACCTGTAGAAACGGTGTGA 

TAAGTTACAGCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NN 

>SARSl20.CB_D07_-_058.abl 2247 0 0 ABI 

CAGTAGTATGGATAAGNGAGGAAACCCGATNTATTATNATANTGNTCCNA 

NTATGACGTCTGATGTNTCATCTCTGCACACAGCTACGACAGAACNGTCT 
CTACTGCTGCCCTCTNACNCGCTGTCTCNTNCTACTCTGCTCTCAACGCT 
CNCTCATCAACNTACTCATCNCTACAGAATCAGTNANATGATANGTATCA 
TC AN CAGTCACG CATCATC AC N ATG ATACTGG CTACTCTCTCCTCNACNC 
TACGCNACAGTACGCAGCACANCGCTACACAGCTCAATACAGCAAACCGC 
CACACATTACACTACGTNATNATGACGATATGATANCATTCATAGTATAT 
CATATGTCGATGAGCNGTCGCATGTGCGACGTCCGACACGTGCGACCGTC 
GTCGTACTGGCGNCTACAGGATNTNAGTCACTGCACGGNCGACTCTCTCN 
CGACNGTAGCGATCTGTACCGTACGTCATGCGTGCGACCGATATCTGTAN 
GCATAGGGACAGACGCTGTGNTGAGTGACGANAGCGCTGCACTGCGCGGA 
CTGCNCGCCGCACGCGAGCGCNGATNGCTCAGTGCGTCTGNTGCTCACAC 
TCGCTCANCTCACTCGACTCGCTCGCGATACTTAANATATATTATTCGTC 
TCATNATGACACANTGNCGATCGACACGTACGATCGGCATCGCATGATGT 
GCAGCGTTGCTCTCTATCTGCTNTNCATATATCTAACTCTAGTCAACATC 
TATCTGATATCACATCTACGGCTGATANCTGTTATGTACAGCCGACNTCG 
TCCGCTCATGATACTGNTACGACGCGTGCGTGATANGTAGCAGTACATCG 
TAGCTGTACTCTGCGTCNACTGAATCGAGNTCNACAAGCACTCGACACTA 
CACACGTCTGCNCGTCATACGCNTCGANCGTCCGTGCGCTANACTCGTAT 
GTAGCGATCGTGNGCANCCATGANACGACGTGCGTACTTGACNTCACTCT 
CATGTCTCGAGTCGATCAGCATGTCAGCATGCTACTGNCGCTATATTGAA 
CTACGCATACTGTATGGCTACGATGATGGTNCAGAGNGATAGTACGTGCA 
TCGTACGATACGACGANCNATGGATATCATCAACGACACTATTATAGTGA 
NCACGACGACACAGAACACACGACGATGTACGCTCAGAAGTACTAGCACT 
TATCATATCCTCGCGACTACCGTGACTANTGATACATGTAGCCAGATGGT 
GATCGATACGNATGTACCGTCGCTATGTCACGTCTCGCTCAGTCTGTGAA 
CTCGTANTCGACNTGACTCATGCACTCGCTGTAGACAGANCTACTTNACA 
TCGTANCATGCTCATCAGTAGTGTTTCTCTCTTCTACGCTCTTCTGACGA 
TACATACTCACCGTGTAGCATCTCGCGTAGCTGCTNAGCANCTATTGTCT 
CCTCTCGTCTCATCTACGTATCGATGGTGCGTCCCATACACATCTGACTG 
TATGACATCTCGCCCATGCAACACTGCGACCNTCACGCGNACATGTGCCG 
ACGATATTGCAATCGACGACTAGCAANGTAGTGGACTGNTGATGCGTGAT 
CTCATAGGTATATCGCGATCGATTATCGCGANGATATTGTTCATGCGAGT 
NGATCGTGCCTACATCACCACACGTCGCTGCGTACGTATNGTCTCGATGC 
ACTGATCACTACAGTGNTTACATGCAGGATCGTCGCTGACTNCTCGCACT 
ACATACTCGACACTCCGGAATGCGTGATATCGATGCGTCGCGTACCACCA 
GGTCTGTG AG CATG C NACG CCAGGCGACG CTG CGTCTCTAACTN ATCGAC 
GTTGCTGATCGCTGTCACATGAGTGAGTATACTGCGACNATACGCATAGA 
CGAATACTCTCACGTCGTACTGNCTAGTCTGCGACTCAATAGTCGCGCCT 
ACGCAGTCGATGTANGTGTTATGTCGTCGTAGCTAGANTGTAGTATGCTG 
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CTATATGTCGCTGTCNATTCAGTCAGTCTACAGATGTCAGCATCGCTCGT 
ATTACTCACTTATACGCGTGCGCTNGANGTCACACGTCTGCCTCTGTGAC 
ATGNAACGTACATGTGTGCTACACATCACGCGTNANGCNTCGTGATGCTC 
TCGTGCGCATGCGTACGTCGAGGTGTCGTCAGACTCTGAATGCTTCAATG 
CGTCTGTCGATGACGACGACGACATTAGATGCTCTGGAGNGAGCCGA 
>SARSl20.CB_D08_-_062 .abl 1958 0 0 ABI 

TGGGGGTGGTGTGGTGTGGGTGGTGTGGTGGGTCTGTGGGAGGCGCGGAT 
GGTCGAAGTTGGTCTAATCTGGGTGAGGTGCGTGTGAGACATATAAGGAC 
CTCTAGTATAGTAAGACAGAAGTATGTGTCATTGTAAGGTGTTTTTAATA 
AAGAGTAATAGGTAGAATCGAGAGAACTGTTTGGGGGAGCAGGCCCCTCC 
TGCCCGCCGCGCCTAGTTGTGTCAACTAATTTAGTATTTGTGCTATGAAT 
ACATACGCAGGTCCTATCAGCGCCATACGCTACACCACAGCNCAAGACGA 
ACCATCACGANCAACCCGACAAACAGCCATACGGCGCACAGCATAGAAGA 
ACGCATATATGAGACAGTCGCGTACTTGCGCAATGTCTTCTATGCATTGT 
CTTACTATCTTCTACCACCATATTGCAC I I I I I GTATTGTATCTAGTGTG 
CGTGCNTTCATCTTCTGGTGGATGCTGCTCTCGTGTTCTGACTTCTTGCA 
AGATACTCTTCTACTGATAGCTTCTAGTAGTGTACGTAGTGAGGAGCAAC 
CTAGAGAGAGACGTAGACGGATGACGTATAGAATAATAGAGACTGATAGA 
AGCATNTGGTATGAAAACTCCGACGTCTAATGACTACAAGACCTACCAGT 
TGTATACTGCGATGCTAGACAGGATTAGAGAGTAGAGTCTCAACGTAGAT 
CTGTGCAGCGTGATGCAATCTAANCATCATAGATGCGCGATGGATCCGCG 
ATATTGTAGCAANAATGTCACAGAGTAGCAATATGATGTCAACAACTCAT 
CTAGCATCAGACTCATGTGCGAAATACGACGCACTACGAGATGTACATAT 
GTGATCATTGAGATTCCACTGCAGCTCGCGACTGGAGCCTGTGTGCGTAC 
GTAGCTGCGTGCGTCTGATGTCTGCGGCATGTCGCGCGATGCGTCTGNAC 
GGGCATCATACATCTCGGTCTATACAACTATCTACATATG CCTG CGAGAG 
TCTATCAGATACGTAGAGCGATGGAGTGTCGCTGCTCTAACGGCGTCTGC 
ATACTCAAGTATGCGCTCAGCATCAGTGACTACGCGACGNANANGTNTNC 
ACTAGATCTGCGTACNACTCAGACTCGGATTATATACGATATCGACTACT 
CGGTGAAGAGATGAGTCTGACCCAGCTAGTGCGTATATACGCTATCGTTC 
TCAG CC NG CGTGTAC ACGTGTGC AGTACG N ATCTG CNCNCGCNCACACGA 
NACACTNTCGACGATGANTATAGTAACGGTGAATAGCACTATCAGTGATG 
CGTGAGCANGTGGACCATCTCAGATAGCTCTGTCGATAGACGTAACTGTA 
ACGTCNTAATGAGTGAGTCCGTAGCAGACAGAGCATNGCTCCTAGTACAG 
NTGTGTAGTGTTCAGTCATACCACACGAGCANATCNGCTACGATGNTGAC 
GCGAATNTGCTATACTGCACTCTCGTCAACTANAGTGTGATCCTGCGACG 
GGTAGACGGCTTAGCACGCAGGCANTCAATCCGACACTCTNGCGCACTGC 
ATGAGATGAGATCTCTAGTGTACGTAGGCATAGGGCACAGCTATCGTCAC 
GTAGTAGTATGCTGNCGACAGATCAGACAGTACATATGAGACNACTAGTG 
AGTATCATGAGATAGNAGTGCTTCATCGATAGTGTGTGCGGTACAGCAGC 
GACCGATNATCATGCTACGTACGTGCGCATCGGCATGTGGTGATACTACT 
TCTCTGTTTGTGTGATCACTGATACATGTCGTATGACTACGTAGTATATA 
CAANTCGTAGTGATGTATACGTCTACGAGTCATCGACNTAGCATNAACCG 
CGCTTCAAACGTATGAATGTACTCCTGGATGAAAAGCATGTCNCAGTCAC 
ACGTCTCTGTCTCGATGATGAGCAGATAACTACTATATCTATGAGCTCGA 
GACTACTN 

>SARSl20.CB_E0L-_003.abl 1337 0 0 ABI 

GGTGCGGGGGGGTAGGNGAGACANAANAACTNATAACATACTACTACAAT 

TATATATCATAAACACTCCAATATTATATTCACAATAAAGAATGACTAAC 

NTGCTCTCGCTGCATCATTTTNATTTCAAACATGATGAAAGAAAGGATAG 
TAGCAACG NAACTNTNTCGTCACTCTACTACTACACTN CCGACAAAGACG 
CGAGAGGCACCACACCGAGGAACACTATATCTCTCCACACAAACACACAC 
ACACACAGCGAAACAGACGAACGCAACTACTCATCACTCAAAACTACCGA 
TATCAATATTAATACCTATACCAACTCCATCTCTCGTCTCAGCAACACAC 
CACAATCAGACACCGACATCACACTTCTATATAATACGAATACCATATCA 
TGCTCGTACCGCTCATACACACACGCATCACATACTATACGTCACCATCA 
TATAGCAGCTACGCCANTACTATCATTATATAAATAATAATATACACACA 
TTTATTACAACCATATAGCTGTGAAGACGTTCTACCTCTCTCCATCACAT 
TCCTTATTCACTACAACTCTACCTATTGACATATTTCCTCACCCCCCCCA 
CTCTCTTTCCGTATATCAACAACACTATCCTCACCCCCCACAACAACCCA 
TAAACACACCCTCCCCTCCTCCTCCCTCTAGCCCACACACACACACCCAA 
CCACAACCCAGGACTTCCCCCAACACCACTCACACTCAATACCTCCATTA 
TCTACACCAATCATCCCAACATGGAAAAGACCCTCTGACACACGAATTAT 
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TTAACACACCACACCACCCCCACCAAATATATGCTTTTCTACAACACCCC 
TTTGTGATTTTTAGAGCGGAAATATGAGGGGCCCAACTATTTTAAAATTT 
CCCCATCTTTTACACCGGGCCTGTCGCCCCAAAACACAAAAGGAGAAAGC 
CACGCCAGAAGTTAGGGTTCCCTNTNNTTNCCNNNNNAAAANGTTGGNGG 
GGNNTTACTGTNNTTTGGCGNTTTTTTTTTAATAANCAACNCATTGGGGG 
GGGGGCCCACCCACTTAACCCACATTACCAAAAGTTGCGGCGGNGATGAC 
AGAAANACCACACANNTTATNTGGACACACTAATTTCTCCGCAGCCCCCA 
ACATGTACTCCACACTATTTCTTAAAAAAACACACCCG CACAAC C CCTCT 
TTTGGGTGGGCCCCACTCTTTGTCTCGGCGCTTATCTCACCTCCACCCTC 
TCTCTTTTGAAAAATATATTACCAAAACAAACAAAAAAATAAACACCCCC 
AGCCGCGATTTTTCTTTTACTTTATCTACCACTCCAC 
>SARSl20.CB_E02_-_007.abl 1861 0 0 ABI 

TATCAAGGGAGGCAGCANGCGCGGGCGGGGAGAGAGACAAACAGGCGAAA 
GCAAAGGCAGGAAACGAACCAGAGAGAAGCACAGCACAAGACCCAGCAGG 
AGACAGGAGCAGGAGAAAGGGAGGAAGGAGAGGAGAGTTCTTCCCCCCAC 
ACCGCGGGGACACCGCGGGACGCGGCGCCGCATCCCCCCGAGCGGAGGAA 
AACACTACTCGCACAGACGCCACGAGTAGCACCACAGAGCACCGTACAAA 
CCCAACGAGCACACGAAACACCGACCCACCGACATAACAGACGGACAAAG 
CAAAAACACTCAGGCGAAAGAGGAAAGCGCGACCCACCGCCCGCACGCGT 
AGGGACGCGACACGCGCCGCGCGCGCCGCACGGCGCGCACCAGCAAAAGC 
ACCGGACGAGCGAGAGCACAGAGAGAGGAGAGACAGCAGGAAGATCCGTG 
ACGAGAAAGAGCGTACGCGAGCAGTGAACACCAAAGATAGAGGTGACAAG 
CACATAGCATCGTGGCGTGAGATACGAGTGAGAAGAGAAGAGGATCATAG 
GCGAGATAGGAGCAGCACGAGGACATAGAGGAAGTGAGTTAGAAATACGC 
TGCAGCCGGACGGCAGTAGCCGGTGACGCCGCGATGGAGACAGAGCCGCA 
GCAGGAGGCAGCGAGAGAGCGAGCGGCACGAGAAGTGAGACAAGCGTGAA 
GCGCGCAGGAGGAAAGAGAGGTAGAGGAGAGCACGAGCGACGCACAGGAC 
GTCGAGGATGTCGCGAGCCGCACGCAGATACGCGCGAGTGACGAACGCCA 
ATGGCCACGATCAGTCCGCGCATAGGACACACGATCTGAGGACGCGCGAG 
CGACACGAACCACGCATCTATACACACGAGGAGAAGACGACAGGAAGCAG 
GACACCACGGCATACGACACCGNCGCGCGATAACAGTGTTCAGCGAGATC 
CGAGCTGNCGACCGCGCGCGAGCGGTCACAGCGCCGAGCGTAGCGCAACG 
CAGCGCCGAGCAGAGCCCGTGAGGCCAAGACGAGACAGACGCNCACANAA 
GCAGGTCACGCGAGCAAAGCGCCGACGACGGCGCACACGGCAGACCTGAT 
ATAGCATCACAAGCACAAACGCAACNACCGGCGACGATGACGACGCACGC 
GAAGTG CG AC AG CAG CACAGG CTCACAGCACG AAGCGACTGCAC AGCAAC 
ACAGCACAAGAACGATGAACCGAACAGCGCAACATGCAGAACGAGAGCGA 
TGAAGCACAAATCTGACACAACTCCAGCNCACCGGACAGGCTACCACCAA 
TACGTCGCATCGTCACCAGTCNCCGGCGCGCACACTCTCAGCGACCGCAC 
ATCNCGACGCAGCTGCACACATGAATCATCATGCGCGCGCAGACATGAGA 
TGCTGAGATGGCAGTAGCGAGCAGCGACAGATGTGAGACACACATAGTGN 
TTGACAAGCGAGAGTTAACGCTACAGACGCTGCCGTCGGAGAGAGTGCGC 
CGTCGAAGCANCGCGAGNCAGCAAGTCGCGACTGAGGTGGACAGCAGAAG 
ACGACGACACGAGAGCAGTGAGACGACAAGCACGCGAGACTCGCGGCGCA 
GAGAGCAAGATCGACAGCACAGCAGAGGACGCGCTCCGACGATACAATAG 
CAGCGAGCGAGACCGCGATAGGAGAGCGACGGCTTGCCGNGAGCGAAGGA 
GGAGACGCGNGTCGCCGAGGCGCACGCACCACTCAAGAGCACGAGACGCA 
GCGCGCGCACATTACGAGCGAGAGCGCATACGACACGCGCACGNAGCGGC 
TGATACGGGAGCACGGCACTGCGCGACAGCAATAAGCGCAAGGGATAGAG 
GAGCGCGAAGN 

>SARSl20.CB_E04_-_023.abl 838 37 492 ABI 

ACTCGTCATATCGGTGCCTGTGTAGGATGAAGTTCCTAATGATCTTACTA 

CAGTCCTTAATAAGTCCAGTTACATTTTCTGCTTGTAATGTAGCCACATT 

GCGACGTGGTATTTCTAGACTTGTAAATTGCAGTTTGTCATAAAGATCTC 

TATCAG ACATTATG CACAAAATG CC AATTTTTGCCCTTGTG ATAG CCACA 

TTGAAGCGGTTGACATTACAAGAGTGTGCTGTTTCAGTAGTTTGTGTGAA 

TATGACATAGTCATATTCAGAACCCTGTGATGAATCAACAGTCTGCGTAG 

GCAATCCTAAGATTTTTGAAGCTACAGCGTTCTGTGAATTATAAGGTGAG 

ATAAAAACAGCTTTTCTCCAAGCAGGATTGCGTGTAAGAAATTCTCTTAC 

AACGCCTATTTGAGGTCTGTTGATTGCAGATGAAACATCATGTGTAATAA 

CACCTTTGTAGAACATTTTGAAGCATTGAGCTGACTTATCCTTGTGTGCT 

TTTAGCTTATTGTCATAAACTAAAGCACTCACAGTGTCAACAATTTCAGC 

AGGACAACGGCGACAAGTTCCAAGGAACATGTCTGGACCTATTG I I I I CA 

Page 12 



APPENDIXA(4 0F4) 



SARSl20.CB.txt 
TAAGTCTG CACACTG AATTAAAAAATTCTGGTTCTAGTGTG C CTTTAGTC 
AGCAATGTGCGGGGGGCTGGGTAATTGAGCCAGATCCCCAATATAAACGT 
AGTGTTTTGCCCAAGTCTAGCATGGACAACACTCAAGTCATAATTAATAG 
CCCATAGAAATTTCCTCCAAAACTACCAAGCACCAATTG I I I I CTGGCAA 
TGGTTTACAGGGGAAAAAAAAACCGGTTCTAGGTTTAA 
>SARSl20.CB_E06_-_039.abl 2302 0 0 ABI 

GGGGTTTTGGNNTTGTTNTGCTCNTGCGGTCNGTGTTGTNNNCACGTGTG 
TGGCGTGTGCTCTAGCGCACGATCAGACGTGATGACAGTGCGAGCGTCTA 
GCATGTTACG CG CAAGCGACACGTACTCTCGG CATCG AG C AC CG G ATCAC 
AG CTTG CTGG CGTG GAG CATG ATACAG CATCTGTNTCTACGTAACATATA 
TATGTGTAGTACATCTAATCCTCGNTATTTGTGAGCAGAGCACTGCGCAG 
CGCGAGAGAGACTGTGAGACACTATATTGCTGAGTACGATATGCGAGTGC 
AGACATCATGTCGTCTGCTATATAGATCATACCTATCTCTCTCGTATATA 
CTACGTATGTATCTCCCATATCTGTCATATCTATATCTGAGTATCATCTC 
TGAATCTATATCGCGTCTTGTCGACACTATACACGTACGNTANACATTCT 
ATCATTGTCGCTTACGTATAGACGCAGATAGCTACAGACCGACTNATCTG 
CAACACACAGNGGACTTCATCGGACAGCAGAGTAAGACGAAGGTGCGCGT 
CGACACTACGGACGCCGTCCTGCNCGGTACATGTACACACACTCAATCGA 
TCAATCGCCGCACTCTACGACGAAGGCAGCGTGTGCGGCGAGATACTCGG 
TCTATCGCGCGAGGTGCCTCTACTCGCGCACGTCACGAGAGCGCACGTAT 
CGATGTACATCTCGCATAAACACACACTCCATAGAGTGCGGCCATCGAGG 
AGTCCANCACGAGCGTGGCGCACGCGCGCGCGTGTGCCGCGGCTGCGCAG 
CCGTCGTCGTTGGAGACATGGTGATGATCGCAAGAGATGCTCTCATGGCT 
ACGAATGTAGTGAATGATGTCGCGATGGCTAGTACTGTTCGTGGTATATA 
TGANACCGAGTAGATGAGGTAGGCGACNTCAACGTTCGAGTAGAGTGCGA 
GGAGGATGGGACTGCCGATTCAGGTACTGAACTAGCGCGAGACTGAGCCC 
GCTCTGTAATATCGTCACACACTAGATGGTATGATGCATAGCAACAAAAG 
AGGGACGAAGTATTGAATGTTCACGAAGCGTGTTGCCATGCGTAGATGGA 
CTGTGAGCCCATCTGAACACTCATGAAGAGACGACGCACGAAACTCATCT 
ACTCGATACTCATGCCAGCCTGCGAGCTGCGTACACCTCGCATGTCTGCG 
CAGGCGATCGCGATGTGAGCACAGCGNCGTNAGAGTCGGTAAGATCGTAG 
TACGTGAATGACAGAATAGCAGCGTAGAAGAGCAGTATTAAGCGAGACTA 
GCTGCTCGCAGAGTGCATGAGTCACGTCGTAGCGCGAGTACGTCCGCACT 
ACAGTCGCGAGCACTATCGTCGCACTCATACATACTAGGCGTGTCCTCTG 
CAGCTGCTCAACCACGCACTATGTAACGGCTCAACGACCTCGCTACACGT 
ACGTGCTACTACCGCTGCGCGCCTGCGTACGCTCACANCNCACGAGCGCT 
GCATCAGTGTATCGAGCGTAATATGCATAGTGTAAGCATGCAGTATCTCT 
ANANCGACGTNTGTGATACACATANGTCAGTCCTGTTCACGTNAGCGTAT 
TGCGATCAGTGTGTACGGANGCTCGACTGAGTACTGAATCGACTGAGCAT 
GCGTNTGAGGACGCTACATAGCGCGATGACGGTATATGCTTCAGCNTGAT 
GCGCTGTGTGTGAGACAGGCGAGTCATATGATCGCGTTGATCCNATCAGC 
TACTGACCGACTCGTCGCGCACNGCATAGGGCGCGCCACTGTCCGCGNCG 
AGTCATGCAGACGACTGCGTGACGTCATATGGGCATCGGTNTCGCGACGC 
GCGTCNGTCGCGCGTCTGCNGCGCGTAGCGAGTGCGTCGCGAGTCGATGT 
CGCNGACTGCTGCTANGNTANTCAGCACGCATACGTATGCCGTGAATTAG 
CCGCGTCGTGCNGTATCAGCGAGTTAGTNGTACAGTNNCAGTGTANTCAT 
GGTGCNTGGGANTGCTGTCGNGCCGTACAGTCGTNTACGCGAGTANCAGT 
ANTGATCGCAGCACGTATGACCGNCNTGNTACTAGCTACGTGCGTGTGCA 
TAGNACGTACTACATGACGANTCGACGACGANGTNCGTCGNCNNCGTCGT 
CGCGATCGTAGCCTGTCCNNGACTATTACTGATCTGTTGACTTNACGCAG 
NTGANCGACGGCGTCGACNGTGGATNANATGACGATGTCGAGGAGTAGCG 
ACACTACNAGCGNCACACGTACGATGCNTCGGACGTGATGCAGATGAGNC 
NN 

>SARSl20.CB_E07_-_051.abl 1742 0 0 ABI 

TGTAGGAGTGGAAGAGGAAGAGGGGAGAAGAAAGAGATAGATACGAGAAT 

GAGCGAAGATAGGGTGGTGAAGGTCAGCATGAGCCAAAGAGAGAGAGAGG 

ATGGGAAGACAGTCGTGACAGGAGAAGGGTTTCGAGAGGGACACAACACA 

GACAAAAGAGAAGAGCTTTGTCGTTGGTGCTATGGGCCGCCCGCTCCGTA 

CTGAAAGAGAGACGTTTCATACGCATGTATTCTCTACAAAGCCGTACAGG 

CGAGAAGGAGCAAACTACACCACCACGTAAGCAATACTATTCAAATACAA 

TACCAAGAATACACGAGCAAAGCGCGACCCCTATAGCGTATCCGAAATGC 

GGAGTGTGTGAGGGAGAGCGGAGAGGGTCAGATGGCGGAGGCAGATGAGA 

GAAGATAGTACGGAGTCAGGACAATGAGGGACACGAGTGAGAGCTCCAGA 
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TATGACGCGCACGACCAATACAGAGGAGTGAGCGTCGCACGACGNCCGAA 
AGAGACAACATGACACGATAGGAGTAGTGAATGGTGAGTCACATAACGGA 
GTCGGTGGTGGTATAATGATGATAAGATGGAGTACACACTGATGAGATGG 
CCACGCTGGTGCAGCTGGTGCCAGACTGATGACAGTGGATGATGGTAGAA 
CCATCTGTATTCACAGACGTAGCAG CACAO CACG CCGAGCCACGG CG ATG 
AGCTGATGACTACAAGTCATGAGTGAAGAGGCCATGTGGTCACGCGGAGA 
TGACGATGCAGACTGNCAGTGTACTAGACATGGGACTGTTACATATCATA 
CTAGACTGTAGATGACGTAACTANAGGAGATGTAGACAGTCGTCACTGAT 
GACATGACGCTAGTCGACACGACATGCGCAGCGAGGAATCTGCGTCACGT 
GTGGTGTACACTGTCGGATGTATATAATATATACTCCGCATATCGATAGC 
GCGANATGGATCACGCACAACGAATATACTACTGACTGCGGCGATGCGCG 
CACATGACATGATATGCTGCGTGTAGCACTAACTTCATATGNCGCGGTGC 
GCGAGGAGCAGGCAGCGACTCTCATATGGTGAGACTCATGTATCGTCGCA 
AACACGACATAACGTGCGCGCGGCGTGGTAGAGACGATGCGTATACACNT 
GCCATCGTCATGTTCTGTAAGATCACTGAACAACATATCGCAGCTATGCT 
ACTACAGTGACAGCCGTCTATCCTGTCTACACTAATACTTCTCTCGCTAG 
TTCCAGCGTCGTCGGGTCTTCATTTATATCTACATGAACATCCGCCACAC 
AACTGATTCGCGTCCCCACTCCGGTCAACATACNGAACTACACGCATAGC 
ATGAATCGCGAGACGAGGATAACTGTGCGCACGTGAAATATGTGCAGANA 
CGATGAAGACAGGTCTCGCTGACGTGTAGATGTGAGCGCATGCGCTAGCA 
TCACGCACGTCTGGAATCGTGACGAGCGAACACACCTATCTGGATGTTTA 
CCGTGATGTATTAAATNTAGACTACACNNGCGAACTGGAACATGNTNTGC 
ACTGAGTACGTGAGTNTNACGACTCATGATTCATCGATACTCGAGCTTAG 
CTGTACACTGCNTGANTGTGACNCACACGAGATGACACGTATGCANGCAG 
ACGTGACGACTGCGACGTCAGTACTANCTGNCTGACGTCGTAGTATCGCA 
TCAAACCGACTGNTAGCGCNTCGTGAAACNTCAGTGCNGCTN 

>SARSl20.CB_F02_-_015.abl 1099 0 0 ABI 

GGGGGAGTGGGGGGTCATAAACACGCCACAGGAAGGAACGAACGGAAACA 

GGAAGGAAAAAAACGACAGATACAGAAACACGAGAAAACAGAGGAGAAAG 

GAGAGCGAAGGGGCGAGGCGGAAACACTCCCAAAGAGGGGGAACGCCAGC 

CGGGCCAATTCCCCGGAAGGGGCAAGTGAGGCGGAGCGGGGGGGGGGGGC 

GGGGGGGAGGAGAGGAAAGTTCGCACAGGAAGAGGGGGGAGGGGGGGGGG 

AGAGGAGGAGAGGAGGGAAGGCGGGGGGGGAAAGCAAAAAGAGAGACAGA 

AAGGCGGGGGGGGACGCGAAGGGGAGACCCCGCAAACGAGAGACAAGAGA 

AAAGACAAGGAAAAAAGAGAGAGACAGGGGAGGGGAGAGGGGAGGGGAGG 

GAGGGAGGAGAAGACAACAGCGCAAAGGGAGAGGAGGGGGAGAGGAGCAG 

CGAACAGAACGCAGGAGAGACACAGAAGAGAAGAAGGGAGAAGGAAGAAA 

GAACGCGGGGGGGAAGGGAGGGAAGGAGAAAGGCGGCAAGGGCGGGAAAG 

AAGAACGGGAACAAGAGAGGGGAAGGGGAAGGGAGGGAGGAGGAAAAGCG 

CGCGAACAGGGGAGGAGAGAAAAGGAAGGAGAAGGCGGAGTGCAACGAAC 

GATGAGAAAGAAACGGGGCGAGAGAAAAAAGACCGAGAGAGAGACGGGGG 

AAGGAGAGGAGGAGGGAGAGGGGAGGGAACGGGAGAGGAGAACAAGCAGA 

ACGAGACCGCGAGGACGCGGAGAGAAGAGAACAAAGGACAGAGAAGAGGC 

GGCGGGGAGAGGAAAGGGAACGGAAGGGGGAGGGAAAAGAGAGAGAAGAG 

GAGAGGGACGAGGGAAAGAAAGAGAAGGAAAGAGGAGAGAGAGCAAGAGA 

AGGAGCAGAGAGGCAGAAGGAGGGGAAGAGGCGAGAAGAAAGGGCGAACG 

GGGAACGAAGAAGGGCAAGAGAGAAAGCAAACCGGGACCACGGCGAGAGC 

GTGAGAGAGCAAGGAGAGCGCGGAAGGGGAGCAAAAGAGATGAAGGGAAC 

AGAGCAGAAGCGGAAAGAGAAGAAGGGAGGGCAACGGAAGGAGCAGAGG 

>SARSl20.CB_F04_-_031.abl 836 37 514 ABI 

ACTCGTCATATCGGTGCCTGTGTAGGATGAATTTCCTAATGATCTTACTA 

CAGTCCTTAATAAGTCCAGTTACATTTTCTGCTTGTAATGTAGCCACATT 

GCGACGTGGTATTTCTAGACTTGTAAATTGCAGTTTGTCATAAAGATCTC 

TATCAGACATTATGCACAAAATGCCAATTTTTGCCCTTGTGATAGCCACA 

TTGAAGCGGTTGACATTACAAGAGTGTGCTGTTTCAGTAGTTTGTGTGAA 

TATGACATAGTCATATTCAGAACCCTGTGATGAATCAACAGTCTGCGTAG 

GCAATCCTAAGATTTTTGAAGCTACAGCGTTCTGTGAATTATAAGGTGAG 

ATAAAAACAGCTTTTCTCCAAGCAGGATTGCGTGTAAGAAATTCTCTTAC 

AACGCCTATTTGAGGTCTGTTGATTGCAGATGAAACATCATGTGTAATAA 

CACCTTTGTAGAACATTTTGAAG CATTGAG CTG ACTTATCCTTGTGTG CT 

TTTAGCTTATTGTCATAAACTAAAGCACTCACAGTGTCAACAATTTCAGC 

AGGACAACGGCGACAAGTTCCAAGGAACATGTCTGGACCTATTGGTTTCA 

TAAGTCTGCACACTGAATTAAAATATTCTGGGTCTAGTGTGCCTTTAGTC 
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AGCAATGTGCGGGGGGCTGGGTATTGAGCAGGATCGCCAATATAGACCTA 
GTGTTTTGCACCAAGTCTAGCATTGACAACACTCCAGTCATAATTAGTAG 
CCCTAGAGATTTCATCAAAAACTACATGTCAGCAGTTGGTTCTGGCAAGG 
ATTTACAGGGCAGAAAAATACTGGTCTAAGGTTAAN 
>SARSl20.CB_F05_-_043.abl 1882 0 0 ABI 

TTCTCCGGTGTTNATTNNTTGTCTCTTCGTCNCTTCCTTGTGTTAGTGCT 
AG CAGTAG AG CTGATCNGATG CTAG CG CTCTGTAGCTATCTCGCG ATCTC 
GTTGCTGTGCGAANTACTCGCTATCATATNCTGCATCTGGCATCAGACTG 
AGCTGCTCTAGTTNTCTCTATTCNATATTTTTACTCGCACATCATCTATC 
GTATACACGCATATNACTCTAGTATTTTTATAATACACATNTGACTGCTG 
TGATGTTGACTTGTCGTTCGTTTGATTCGTGTGTGTGTGCGCTGACGTTG 
CCGTATAGTCANTATGTGTTATAGCTGTTGATCTGCGCCGCAGGTCGCGC 
ATGCTGAGTGGNAGAAGAGTGACGCGAGAGACGACATACGCTTACGCGAT 
GCTG CAG N CG AG AG CGATG CACGTAGG CG ACGTNGCG NGTATGACAGTGT 
GGGNGTGACAGCNGAGACNGATGTACGCACAGAGTGTCGTGAGCTGCGTG 
ATGAGCATGCGTGTGCGAGATATGTCGACGCGTATGCTGTGTGACCGCrC 
TCGGCGTATGTTGATCTGTCGGCGAGGTACGCGGAGCGCGACGTATCGCG 
ACGCTATGAGTAGGCATGACCTGAGTGAGATGATCGCGAAGTGCTCGTGC 
GCTCGCTACCATCGTGGAGCAGCGCAGTGCTGTAGTATGTGTGCGTTGAT 
GCGTGTCGATAGTATAGTGCGAGAGTAAGAGCTATAGACGTGAGCGTAGC 
GAGTGTTGTGTGCGATTATCGTTGTGTGCGCTGGTAGTCGGCATAACTCA 
GCGGCTCGACGACTAGGACTCGCTNATGAGCGTGGCGTAAGTGCGGCGCA 
CGCAGCTGTGCGCGAGATGAACGGCGAGATACTCGTGCCTGTGATCGCGA 
CAGCTCACTGCTCTCAGAAATGTGTAGTACGCTTAACGAGCGATCAGTGT 
GAGGTGAATGAGGGTCAGAATATGACAGCGGCGCGACGACCTAGCTCGTA 
CTCTTCCATGTGCCTCATCGCGCGCGAGACAGTCTGCTGTGTTGTCTGTC 
TGAGATCGGTACCGTTGCAGAATCAAGGATACGTATAGGAGCACATAGAG 
GATGTCGTAAGTATATTATGATGCAGAGACGTACTGCGTGACGATGATAA 
GTTTGATAGTAACGCAGACGGCGAAGCGATCGCAGAGTATACGTTACGTG 
CACACAGAAGCATCAGTCTAGATATACATACGCTAGTGCAAGCTCANTAC 
TACNTCGAGCNGACTGCTATCGAGCGCTATAGGACACGACAGTGTGACAG 
CGTGACATCACANGTCTGCGTACAGGTTGCGTGGTGACGATCTGCTCGTG 
ATCACGTACTGATGTCTGATTAGCTGACTCTATCACGTCTAGTACGTGGT 
GATCTAGTACTCTGTGTAGACCTGCTCAGTGACGATGACGTANNTATAGT 
CATGNGTTCTCGCATGATGACGTTAGCGACCACNGATGTGACTGCTGCTG 
NGCGATGACGTCGGGACTGCAGCTACTCGCTGCATATGNTAGTGGCGCTA 
CGTACTGACGATGTGTGCAGATCATGATCGCATGTGATGTAGTGTACTGC 
AANGCAGTCATGCGTCAGCATCGATAGTATNGNATCTATCGTGATATATA 
AGATGTGCATGAGTCAAGTACTTGNTGCTGTGTCTATCGACGGCATATCT 
GTGCGATAGACTGTGAGCGAATGACGTTCGTNTGATGAGCAGAGCNGTCG 
CTGAGCGATACATACATCCTAGTACATCGAGTCGACCATCTACTAGCGCT 
ATCTGCTACCNGAGNCGTNAGATGTGNTGACTGAAGACTGTACACGAATG 
ACGATCTGGNTACGTNGTATACTAGTGANTAA 

>SARSl20.CB_F07_-_059.abl 1793 0 0 ABI 

AGTAATCGATTGAATGTCTGATCATGTCGTGCAAGTGTGAGTTACATCAC 

TCCCTACCTCTGCCTGCTAGCTNNCCNCTGAGGTCTGTGTATGTGTAGTA 

CTCGTGGTNTCTCTGCTGTGGCTTCTGTTCATCACTGCAGGAGTAAACGG 

ATGAGANTAGGAATTAANTACATTATCTCACGATACATAGCGCACACGCG 

TCCATCGCTTACGAGTCGTTATTCTGTTTCGCTTCTGTCGTGCGATAACA 

GTGCTCCTCACGCACGCTAGACATAATCGTGTGAGCGTGCAGCGACACTC 

NCTAGCCACGAGGGCANTGCNCGCGCAAGTACCTACCAACACGACAGCAG 

CACAACGAGGTGAGCTCTCGAGTGCGACACATTGCTATAATATTACTATT 

AACAGGTGAAGTATACCACATGACACGGTTGATATGACAAGGCACGGCCA 

GCTCAAGG CCGG CATGTGG CTATCACGTTATAACCTTATC ACTC CTACGC 

TAAGCTCCGCGAGCATCGGCGACTAGCTCAGCGAGTTGATATAACTGACA 

GCATTCTGGCATAATCACGTCCGTCTACGTGATCACTGTCTATTGATACA 

CGATGGTCTCCGATCGTATCGCCTGAGCATGCGTCGGTAGTGGTGCTGAC 

GTAAGAGATGAGCTATATGATGGCGCTCGAAGATCGGCTTGATATATCTT 

GCTGCGCTTATCGACGCTGTATCATTACACGTCATTATGTGATGACCGCT 

GCTCATCGTGATGACCATGTNCGTGTGAGCACGGATCTGTGACACTAGCC 

TCACAGCCTCACCCACTCAGATGCGTGTTNGACGTGGATGCGAGACACCT 

CGTCGAGATCGCTGCGTGAGCGATCAGCTTCTGTCCTATACTCAGCGTGA 

CAAGCGACGCTGTGTCTCCGCTGTCATGTAGTTCGCGCTCGTCGTCATCT 
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CAGGCGGTGNCTACGTATGATGTGCGCTACGATTGTCTGAGCCCTGTCGC 
GACATGTGTGAGCAGGTGAGCTGTACGGCGCACGATGCATCGTGTCTCTG 
CTCACAACGATCGTCTGCGACGCTGTTCACTCTGACATTTGCGATCTAAT 
CGGCGTCTCAGTTGCACGACTCCTTCATCTACATAACGCCAACAACGTGT 
AGACTCGCGTGTATCGTGGCGTCGCGCTCGAGCGTGACCACGATGATGTC 
TTTCTGATTGTACGCCTGCTCCTAGCACTCATCATCTGACTTCATCATGC 
TCTGTGTGACTGTCAGGTATGCGAACAGTTGCTTGTTCTATCGATAAGTA 
CACGTTGACGCTCAAAGTACTCTTCATGTGCCAACTCGCATACATCATTG 
TTTCGACATG CTAN ATG CTCTAAACTTAG AG ATATACACG CTCTTCTTAT 
NCTCGTCTATGATGTCAACATCTCTTCTCTTTATGCTCGTACATATTNCG 
CTCGTATATGTCATG CG CTCATCTATCTC ANTCTCACACTCCTACGTTAC 
TACACTCTATGATCGCNTCTGCNACTGNCATGTAGCTCCGTCTCTATTCG 
CTGCTCTAGTCTCTATCTTCGCCATCTATGCCTATCTCATCGTTACTCTT 
CGTTGG CACG NCTCTTCGTGCAACG CG CG AGTCTAG AC AG CACAC CG CTA 
TAACAGTATTATATCCTGTCACTATGCATGATCTATGCNTGCTAGACTCA 
TAGAGCTCTGACGAGNATGTACGACAGTCTATGACGTGANTAGACGCTAT 
TCCGCGATGTACGAGNATNAGNTACGTCTCGTCTNTCTCACCN 
>SARSl20.CB_F08_-_063.abl 2160 0 0 ABI 

GTGGTGTGCCTGGTGGCAGTTTGTCTCTGATACATGCTCGGTAAGGCAGC 
ACATAAGCCACCAGTGGCATGCGAAGACGTGGCCTGCGCTGGNCCGCGCA 
ACGCGCCACGACATTCAACCTCTGCGAGTCACTAGCAGCGAATACTGCAC 
TACACTCTCTGTTCTCCGTCATTGTCATCCACGTTCCACGCACCGTACAA 
CTACGCGTCCACTCACTGCGTATGATCATATGACATCGCTGCATCGCGCA 
TCGCGAGTGAGCAAGACGCACAGACAGGTGAGAGATCGCACATCTACGTC 
GCTCTCACTGACTGACGCGTGTGACTAGAGTATGAGCGAGAACGCGAGGG 
CGCTCAGCTAGCACGTGCTAGACGATGAACGGATGTGATGCGTGTGTTCA 
CTGACACGCACTTCGTCNTNGACTACTCCTGCTCTACCCGTCGCGCGACG 
CTATACCTACTCATTCTGCTCTTCTCGTACCGCTGCTGTCACGTACTACT 
GTTCTATTCTGCATCTATGATGAGTAAGAGNACAGCAGCTATCGTACCAC 
AGAGTAGTTATATGTGTCTATAATGGAATATATAATTATCGTGATGTTAA 
CTGTGACTGAGTACTTGATGCTGTTGTGTAGTTGCTGGCTAGATATCTAT 
ATTACAAGTCATAGACGTCATACTATCATANATGTGTTTATAGCGTGTCT 
CGTGTATTCTAGTATATATGTCATCGTCATATATGTCACGAGTGCACACT 
CGCAAGCAGCGANCNTGTNANATACTGATCGCAGGCGACACNTGACCGAG 
CGACCTGTCTTACACGAGCTTAAGCTCTCAGTATGANCAGCTTGTATGTC 
NACATCGGTATCCTGTCTCGATGCTGNACTAGTCAGCGTGCGGANGCGNC 
AGANAGCATGTCTAGCTAGTATCTCCTGANTAATAAGCTCNGCATACCAT 
GTGTTCGTAGTAAGTAGATTAACATAGCTGATCCTACTGTCGTGGTCCTG 
ACTCTGTAGCGAACTTACTTGCATACGTACCGACCTTGGCGTGATGCGAT 
CCTACCTCTGAGAGTAGTTTCTAGTAGTATCGATATGATATANACGAGCG 
ATCGTGCTAGATAGTGTATGAGTGANCAGCTCACGATCTGAGGATCGAGT 
GTGAACATGACTATGCATGATCACGAGAGTATACTGCGGTAGACGTACCG 
CGACTTNGAGTAGNATCNATCAACGCATCACCGACGCGATGTACANCTGT 
GTANTNGTTGTGNCGATGTACGTGNATGTGATCAGCAGACTGCACTGTCT 
CAATGCACTTGACATCNGTGTAGTGACGCTGTCGTCAGANACCGATCGAA 
TTCGCTAATCGATGTCGTGACTAACTCTCATAGAGACANTTNAGNTATNA 
GTATCAGGAGCGATCGATTGTNCGAACAGCGTCGTCGATGAGCGACATGA 
TGACCGNCTGNTCCTCTGCNTCGTTGCGAGCCTAGCCTGCTCATGCTGTG 
CTATCATGCNCTNACTCGGATGTNACAGTTNGATNNATGCTGNTACTGTG 
TAAGTNNTTACTGTGCTGCCAATCATTCNTNCTCTCATCGTCTCGNTCCT 
GNNCATCANCNATCGCGTAACGACAGTCGTCGTACNTGTTCTACNTACGC 
TGTCNAGACTGAGACTATNTCGCTTNGCATGTNTCGTCTACATGGCNAGT 
CAATNGCTACTTGNATGATCGAGTTAGTNCTTCGTGATNNCGTNCTGCTG 
ACGACAGCATGATCTAANNGCAGAATCAGTGNCGGTAGGCAGCACNATGC 
AGTGACGACATGNCTNANTACTGNCNCTGCAGCGTANGTACGCTNCANTC 
ACATGACTAG CTGANGCAGTCGACTCATC ATTAC NTG N ATG CAN AG N CTA 
CTACTGCATACGACGTCGACATGATACTGNACGATGCANTCATCGTCCTA 
GCTGCANTGACTGAANGTCGTCATGACTNATGAANTAGATTAANNGACGN 
CTGGANGATTACGTGNANGTTGNAGCNTGTNCGTTGTNGCGNTANCANTG 
TTNCGATGACTGNTANTACTGACAGTGNCAAGCTAGATNGAGNGATGCAT 
GATGCGATGAACGCAGGCACATNATGTACTCGACATCGTNGTNATGACTA 
CTGTNGACTN 

>SARSl20.CB_G02_-_008.abl 998 0 0 ABI 
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AGGAGAGGAAAAAAAAAAAAAAAAACAAAAAAAAAAAANATGGGGGGGGG 
GGGGGCGGAGGGGAAGGAGGGGGGGGGGGGGAAGGGTTCACAAAAAGGGG 
GAGAGGAGAGGCTTTACCCAGGGCGAAACACAACGACGGAGAAGGAAAGG 
AAGAGAGAGAGGATTATTAGAGAAAGGAAGAAGAAAACCGGGAAAGGGAA 
AGGCGGGGAGAAGGAGGGGCGGGGGGAGGGAAGGGGCGGGGGGGGGGGCG 
GCGGGGCAGCAGCGCGGGCAGAAGGGGAGAGGGAGGGGGAGGGAGAGGCG 
GGGAGAGGAGGGGGGGAGGGAGGAGGAGCGAAGGAGAGGGAGAGGAGGAG 
GCAAGAGAAAGGAGGAGGAGGAGGAGAGGCGGGAGACACAAGCAGACCAC 
AACAGAGAGAAGCGGAGGGGGAGGGAGGGCAGCACGGAGGCAACGGCACC 
AACAGAAGAGGAGGCGGGGAGGACGGAGACGGACAAAAGGGGAGAACCAA 
GAAGAAGAGAGAAGGGCTGAAGAAGACAGCAACAGCGCCCCGGGAGGGAG 
AGGAAAGGGAGGGGAGGGGCGGGCAGGCAAGGGGGAGAGAAGGACGGGAC 
GGGGGGCAGCGAGAAGGGCAGGGGGGAGCGCCCGAGAGACCCGGGGGGAG 
GAGGCTGGCGGGCGGGGACGAGAGAGATAACGCGGGGCGGCGGAGGGCGC 
GAGCGGAAAGCCCCAGACGCACCGGGACCCGCGGGGGCACACGCAAAGCA 
ACGACGCTCACACTGAAGAGTCCGACAGAGAGAGGCAACCGGGGGCGAGA 
ACACAACAAAGAGAGGAGAGGAGGAGAACGGAAGGTGGAGGAAAGGAGGG 
GGCGGCGAGAGAGGGCGGAAGAGAGGAGGAGAAGGGGAGGGAGAGAGGAC 
AGTGGCCAGCGAGACCGGGCGCGGGAGAAAGGACCGAACTAGGAGAAGGA 
GGGGGGAGACAGGAGGGGAGAAGAGGAGAGCGAGGATGCAAGAAGACG 
>SARSl20.CB_G05_-_036.abl 1680 0 0 ABI 

NTTTTACCTTTTGTTCCNAI I I I I I I NNCTTTCATTGACCTTCTCCGTTC 
TCTGCGAGATCTTCTTGTCCTTATTCTTGTTTATCTATCACTCGTCTGAT 
CGCATACCACTTCTCTTATCTATCTAGCCCTTAGTTATCATATCGATATA 
TGTTATTCTTATAATCTTCACTTGCTCTATACACTATAACTCTTTGACTA 
CATCTCACAATAGGCGAGCGAGCTAGGCAGATACGACTCACTGGGCGCCT 
CGCACCGCGGGCGGCGCAGCTGCGAGCGCGACGTGGTACGCTCGCGCGCC 
ATGCCAGGCGTACTAGGAGTCGGCGCGCAGTCTGCTAGCGCGCTCTGCAC 
CCACGCGAACGCGTGAATGCGCTCAGCTATGACGCTCGTGATGACACGAC 
GTCGTCCACGCGCGGATCGCGGCGGGGCGCGCGTAGGAGGGCGCGGAGGA 
GGAGCGCGGGAGTCTGCTGTCGCCCGCAGNCTATGCCAGCACCACTACAC 
CGCGCCAGTGTGAGTGCTCTCGCTCTTAGGGCGTGATCGAGTGTGGTGTG 
CACTCGGTGCTGACGATGACAGGCGATGTCGTGATCGTATGCGCGTGTCT 
GATGATAGTGTCATGCCCTAGAGATCGCGACGTACTGGTTGATTGCTGTA 
GCACTGTGTCTGGAACGCGTGATGATGGTCGCTGCATGATGACGTGATTT 
AGTCTATACACGATATGCAGAGCCTATGTATCGGATCGATACTAGTTCGA 
TGAGTCTGTTGTATCAGACGCCATAATATG AACCACTCGCAAGCACG CG C 
GTCATTCTGATCTGTCGATCACGANCTAACGACAGTGGTGCTGTCGACGA 
AGTAGAGACTCAGTGAGGTGGTCGGGTGCGGTGACACTGCGACGCACTAT 
CGATACTACTCTGGCGNTGATGACATTCTAATATACGTATGTTAATCGTT 
TTCAGTTATGTTTAGCTCGCTGCGTCTGCGGCTGAGGAAGGAACGATAGT 
AGACGATATATAGGTCGGATAATTGTACGTATGCGGGCGCTCGTAATCAG 
CGTGCGACTCTGAGTTGTTCGCGCCGACGCCGTCAGCGCCGCACGTAGTC 
ATATACGCCGTCNGATCCGCGACTACACACTTAACCACCCGACGCTAGCA 
TCGACGATCCTNTCTACCTCGCCTCTTGCTCTCCACTGGATCCTGACGAC 
TATGATATGCGCGTCGTGATTGACCCTGATAGCATANCGTGATGAGATGA 
TAGATGCGCGAGTGTAGACTCGAAGAGTTATATGAAGTGCATGTGAGGAC 
AGTATATGACGCGCTCGATCCGACTGAGCTACTCTACTCAGCGGCTCGCG 
TGTATNCTGATCGTCATGTACACAGCTTACACTGACTCNTACGATTTGAT 
CNTGTAGATCGATCGCATCACGTATCGCTCACAGCGCTAGTGATCTAGCT 
GATCAGTGTGAATAGTGCTCTGCTCGTGAACGAGCTCGTGCTACACCACC 
ATCGCGGCGTTCGGAGTATGCTGTCAGCACTGCNCGTGTACTGATATGAT 
GTCGACTGTATCGTATGTCATACGTACGATGACAGTCGATCATTGCAGTC 
GTGTGTGCGTGCGCGCGTCAATCTTGTCGGGCGTGATACTGCATGTACGC 
TCTGCACATACGGACGCAACGACGATATGA 

>SARSl20.CB_G06_-_040.abl 1814 0 0 ABI 

TTTTGTAANNGCAGTAAAANANNAGTTNGTAGATACTCGACTCGACAATC 

TGTCAGGATCGACCAACACGAGATTACAGTACTACATGAGAGACGTGTTA 

CAGTATNAGAGTGTCTCACTGCACGACTCGCCACACGTTATCCGTCCGTC 

GCGACCATGCTNAGCTATCCGTTTANCTACTAGTATATATTCATCGTGTA 

TATCGTGTATACTG CGTCCACATTACG CTACATTGTCAG CTATACTACTA 

CGATNTNATGANATGATAATAGAGTAGTCGTATCTGTATAATGGATTGAA 

CTGATGATAGACGTNAGACGAACATATATGTTGACATGACAATATATGTC 
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GTGTAGGCCGCGATCGTCGCGATGTCGGCGAGAGCTCTGGATGTCGCGCG 
ATACCTGCTCCACGTCGACTGTAGCCTCATCATGCTTACATATATGTGTA 
TNTNAGTACGATATGATGTCGTATAGGTACAGCGTAGTGTGATCAGCGCT 
ACGAGCAGGCAACCAGTGTGCGAGCATCAAGATAGTGATGTACAGAACGT 
CATACTCATGTAGAATTTCACATACGAGCAACAACCACATCGCACGACAC 
AATCACACTACCCTGTCTATGTTCCCTCCTCTCCTGCTCTCTCATCCTCC 
CGCGCGCGCAACGCCGCGTTTGCGACTGCGCGCCCGTAGCGGAGCACGTA 
GTTCTCGGCAGCTGGCGGAGCGGCGCGATGCACGATCGTCTGCTGCGCCG 
CGCAGCGCTTACCGCGACGTAGATCCACGTCTCCACACGTGGCACGAGCA 
CG CGTGTAGATGTCGGAAGTCGG CG AC ACGTG CG AG CG G ACG CG ACGGCG 
GCGTACGCGTCGCACATGACGCACCTACGTCAACTGCCGGACGCACGCGC 
GTGTTGGCCTCCTCATTCGATCAGCGCGAGCGACATGCTGCTCGCGACGT 
GGAGTATGTGTGTCTAGTCGTCCAGCGTTGCCCGAGCGATTTGNCAATAC 
TAGCTGTCATCGCTTATCCACTGTCGGTACCATGCTTTATCTTATAGTAC 
GTGATCGATCGGCGTACGNCGTGAGTGCGGTACTGGATTAGCGGTCTCAT 
TGCTAGCTACTACCAACTAATGTCGGTTCGTCACGAGGCGCCAATGGAAA 
CATATGTGCCGCGCGCCGACGGCAGCCGACATCGACCGATTCTTCTACTA 
CATGAACGTTCTACGTGATAATCGCGAACAATCATGTACGATACTAATGA 
GCACGACGTGCCCATCGCTGTATGCAGAACACAGTAGATGACAACACTAC 
TGCCGCCAACAGTAGTCATTCGGTCGCGTGCGATTGTCACGGTCGATCTG 
TATGATGTGCGATCTCTACGCTATGACTCTCGACNTATGAGATANCGATA 
CGTCGTTCGTAGTACGTCATGTCGGCGCGCTACNTAGAGACGTATAGCCG 
TCGNTTGTAGCTGAATGCGTGCATGAGNTATCAAGCGACGCGCGCTANGT 
CTGTATAACGTGCTCATGTGTGATGCCGCGCACTAGTCTTACGATANCAC 
TGTGCACGTGTCATGTCGTGTGCTAACTGCGTGACTCGCGCGCGCTGCAG 
ATCAGTGTCGCGNTCGTCTACACGAGTGCTACGACNCGAGGGACTGCGAT 
GTATAGTAGCGACCGGTCACAGATGCATACTCTAGCTCGCGTGATGTCGC 
ACTATAAACACGTATGTCAGATGCGTGGGAGAGATATGATGTGAGTGTGC 
GAGATGTGGAGATTGCTCGAGCGATACGCGTAGATCGTATGATAANAGCA 
ACNGATATATACTG 

>SARSl20.CB_H06_-_048.abl 1882 0 0 ABI 

GGTAGAGGAGAGGGGGGAGGGTAGGATGACAAGAGCAGATATAACAGAGA 

TGCGTGGGCGGTTCCAGCTGCAGTCGCGTGCGCGGCTGTGGCGAGTCGCC 

TATACACCCANTACTACTACTCATACTCAACGCTCTCGGCTATCTCTACG 

AGGGCTGTATGAGGAGTGCGCGGAGGTTGTGTCTCGCGTGAGACGCAGCG 

TGTGGAGCGCGTAGNGAGGGTGATGGTGTGTATCGACATNTATATGTTNG 

AACGCGATCCTCTATAGATGTACTAGTCATGNAGCGACGCGCTGGNCTAC 

TGCTCCAGCATATGCTAAGTAGTAGATGTGATATACGAGACATATAGATG 

CAGAGAGATGATGAGAGAGTATGTACGACGNCTACTAGCGACTCATGTAG 

AGAGAGAACGGCAGACGAACAGAGATAGTCGACGTGAGGAGAACGGCACA 

TCTAGAACCTGCAATAGGCCAGACACTACGCGATATGNACGCGCGTGACG 

ACTGCNGGACGGTCACGCGCTGAGACGCGTCGACTCGTCGTTGCGATGTG 

TCGATCGTGTTGCGGGTCGGACATGTCGTAGTGGATAGACGGCGCGCGCG 

TCTGTGATCTGTCCATCCATCTCTCNTCTCTCGTCACGTNCTCTGCTGTC 

TAGCTCTGATGTACTATGTAACGTGATGCTGTAGTTCGTAGCGTCTGTCG 

ACGCGTGGCTTGCGCGGCGTGGCGCGTGTGCGGCATGAGAGTGTGTGCGC 

CGGNAGTGGCTATACCGACGCGACGTCTTCGTCGTCGCCAGCGATGTGAA 

GTTGTATGGAGCTAGCGACGCGAGTGGACTTGTGAGCGCGTGGCACTGAT 

GTGGATTACGGAGGTGCTGAGATAGTGATGTCGATGGGTATGTGCTGATA 

GGTGCGCTGCGGCGATAGCGATCTGACTACGAGGCGTGCCGTGGATGCTT 

GGTGTGCGGCGCAGACGGTAGGGCTCGTCTGCGATCGGCTGGCGGTGACC 

GGGCGAGTGCGATCGCAGACGCGCACAGAGTGCGGTGCTGCGGCGTGTCA 

GTGAGAGTGTTGTCCTAAGACGTACTGATAGATGATGTGAGATCGGACTG 

ACTAGCCGCTGCGTCCAGAGCGTGATTGTGTATATCAGACTGAGTATGTG 

CTATTAAACGATGATGNTGGATGGTGCCGTCGTAAGCGACGACCGGGAGC 

TGCAGGCGCTGCGAGGTTAGGCGGAGCCGGCTGACGCATGTCGTGATCGT 

ACGG CCGG CAACACTACAGGTCG ATACATG CGTG CGTGCGGCAGGTCGCT 

CGGTCTCATCGGAGTGGTGCGCATCGTCGACGCGACCATCGTAGTACGGC 

NAGACAGGCAACATGACCGAGGAGTGGCTCGGTGACGGGTAGAGCTGAGA 

AGATAAATAGTACACATATCGTCGAGGACACGAACAGGATATCTAAAGTG 

ACGGTGAGTGCGTGCACNACCCGACGATCTGTATCACAAGGATGACTGCG 

AAGATGATACGAGATATACGTGCAGAGNCAGCATNGCACGAGTGCNACNG 

NATGTACTACGCCATCTCATCACATCANATTCGCATACGGGGCGCGNCAT 
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GCGACGAGTANTGCTCTCGCGTGTGGCTGGTGCGNCTCCGTGCGCGTGCG 
CATCTGATCGGAGGCTGAGTGAGCGCCGTACGAGTGGCGCGATCGCATTA 
CTCATCGCGCACGCATGCGCTTATCTCGCGAGGGACGCGCTGATTACTGA 
CAACATGCCGCGACTGGAACGATGTATAGATGGCTGCTCTATGTCGCANT 
GCGAGCGCGCGCGTTGCGGAGACGTGCCGGGAANGCACGATGACGACGAG 
ACATGCGCCGAGCGCGGCAGCGCGCGCACGGT 

>SARSl20.CB_A01_-_001.abl 1778 0 0 ABI 

CGACCGAGCGAGGGGGCGGGAGAGCGGAGGCGCGCGACAATACCACAACA 

CAATGAGAGCGCCGGCAAATCACGCCGGGACAAGATGAGGACAGGCGGAA 

TAGCCACACAGCGACGAACACGAGACAGGGAACAAGAAAACAGAGAAAGA 

AAGAGAGACACACCTCTCTCCACAACACAAGACACAAGAAGGGGAGAGAG 

ANAACGAATCTTTCCTCCCCCAAAGGACAACGCGGGGAGCGGCAACAAGA 

AAGATGTAGACGGGCGAGAGATTGTGGCGAGGACGACGGCGCCACAACCG 

GTGTCATGGACGCGGCAAAAGTGTGTGGATAGCAGTGGACGCGTATATAA 

CGCTACTATATCCTCCCACACGACACCACACAGAACCTACACCCCGCGCC 

ACATACACAACAGAAGCGATGCACTCCCGCCGCCTCCGCCGCGCTGCGGA 

CGATGGTNTGCCGGGCAGCAGACCCGTGAGGGAGCGACGACACGTGCGCG 

CGCGCAGAATAGCGCGCCGGCCGCGACGAGGAGTGGATAGAAGGCATTAC 

GTAGAAAAAAAGTGCAAGCGATGATAGGTGAGAGAGAAGTGCGGAAACTA 

CCACAAATGTATGAAACCGAGAGGAACGTGACGACGAAACATACAAACGC 

GAGAGCGAGACGAGAAGAACCACNACGACGACACAGAGCGCACCCACACG 

ACCACCGCGAGCAGCAGAGACAAACCAGCAACATCGAGACACGCGCAACG 

CAACAACGCATACAACATAGAGCAGAAGGACGAGAGCAGACCAGACACAC 

GAACACCACGAGCTGAGGTCGGCGCGACCAGACAGTAGGAGAAACGAGAC 

AGGAGGGCGCACGAATCNACAGATCACACGCAGAGCCGAAGTCGTTAATA 

CGCCGCACAACGCTGAGCGCCCCACACAACAACCACGCTCGACTCGCACC 

ACGCAGCCGCGCGCGCGTAGCATACAATAACACGAAAGGACAGAATGGGA 

ACGCACAAACTCGTCTCAACCCACACCGCCGGCGCAACAACAACAAACCA 

CACGTCACGAGCCGCCACACGACGACCGAAGAAGAACACAGAAGGGCAAA 

CCG ATAAG CCGCCC AAGGG CCGTAAGG CO ACACACG CAACG C CACAN AAA 

TGCCCTCCCTACCTTCATCACACGCTCCACGGCGCGCAGCCANCGCCGCC 

TCACACACATGCACCGCACGCGATAGCGCGCGCGCGAGCGCACGGCGTGG 

AACACGAACCTAGCAATATAGCCTACGACACACCACATGCTATTCCAGGC 

GCTCGCGTGGTGCATAGAAATGAACNTAGACCATAATTAATAATATAGCC 

GCACGCGCGCGCCACANCCTANCGATCACNCACATCATAGTCGCACTGTC 

GAAGGAAANGCACCTACCGCACGCACGCGCGGAGCGCAGCACACGTAGCN 

CAGAGTATACAGGCACGAGANCGAGTGACGAGGCACACAGCCACCGAGAG 

CTCGAGCACAANGCGACACTGACATAGTAGTATGTGACCGATGAACGAAG 

ANCTAGGCACACTGCCTAGAGAGCAGNCGTNGTAACATAGAAGCACATGC 

ACGGACGGATAGACGTCGAGATGTAGATAACGACGGTATAGCGACGACCA 

NANCGAGGACNAGGACGAGCAGAGACCTGACAGACGGCTGCGAAGAAGAA 

CACGCAGATCNTCGNCAGCATTCAGTGCTCCGCACTGGACANGAGCGATG 

TGCTAGTACGCAGTGCGCGCGACTAGAA 

>SARSl20.CB^06_-_037.abl 1861 0 0 ABI 

CAACTAAAAAATATGAGATATNTAANACTGCGCATACATAGAGACGAACG 

ACTCGTTACTACACATAACTACTACATATACATATAGGACCGTCAGAATA 

CCGTCAGCTNACACGCACTCATCTCGACTACTATATCnTAATAATGAGG 

CAATGANAGGGCGATGTAGCGTCTCTTCACACTCGAGCGCCCGCGGCGGT 

GGTGGNCAGCGACAGCGAGAGAGTCTCTACTACCAGAGTGTTAAGTNTTA 

GATACTAGTAGTGCTGCATGATGTGTCGCGCATGACTATAGCAGTGGATG 

CTCGACTACGTATCGTGACGAGCACGATACGTGAGACTGCGTCGCAGACG 

AAGCGACGGNTACGCACGCAGCAGCCTGGCGATGCAATGACTACGAGCGA 

TGTGTGAGTGACACGATACGACAATACTACTCCTCGACGCACTCGACAGT 

AGTCAATCGTGATGCAGTAGACACACAGCAGTGAACTGTAAGTACACGTA 

TGCACGATCTGCCAACGAGCACTGAGCACGCAACACGCTCGACGCCAACG 

ACCAAG ACATCCGTG AG GAG ACG CACACCGTG CACG ACG AG CNACATGCG 

CAGCTATGTGTGCAGATGTACACTATCATGTGACGATACGACTGAATGTT 

ACCATGAGAAGTTCATGATGGATATGATGCATGANACTGATCAGTATGGC 

ATGATATAGTACGCTGCCGTCGATATACTATCGCACACACGCCGTACGCG 

ACGGGCGNTGATCAGTGTGCTGAATGTATCATGCACACTGCGAGATGGTG 

AAATGTCATGATCAAGAAACTCAAATCTGATAGANTCGTAATGCGATGAT 

AGACGCTCGAGACGCTCATCAATAGCTGATGAGATCATCGAGTTCCGATG 

TGATTAAGTCTGTGAACACTACCACTAAGTATATATCGGTAATGGAATGT 
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AATATCTATACGTACAGATGTACTGCATAGTATCGTAGCACACTGATANA 
GAGATATGATACGTCTACGCATGATCNAGCGAGCTGATGCAGCACACACA 
GAGCAGAGTAGAGACGAGGATGATATGAAGATGTACTGTCGACATCTACA 
CTCGATATATCAATATATGACAATAACAATGCCTATGATAATCGAGCAAC 
GNTACAGACACATCAACTNATGCGACCTGTTGCAGTCCACGATCGCCATG 
CGCGTGTGATGTGAGCTGCGCACATGGCGATGTGCGCGCGCTCGACGTGC 
GTCGACACGGCTCGACAACGATACTCTACCTCGCACTCCTNCATACAACT 
GTCTCGCTACAACTGAAGTNATACCACGATGAAAATACTATGTTNACGAT 
ATGACAACGAAG CATCATANATG AATG AC AGTCTATATGTG CG CTAG ATA 
CGTAGTATACGANGACACACGCATCATCTACTGTATATCTCTTACATATA 
TACAGACTGCTATNATACTCGATAGTCACATGTAATACTCGCTCACTCGA 
GGTAACTGAATGAACACAATAATCGACCCNCTATACGCTCGCACGTGATG 
ATCTATGACTCANACTACTACTCNATCTAGACTAGTACACACACCACACT 
ANCTATATGCGCTACCTCATACTCCTAACGCTCACGACATCCACTGCTCT 
ACTCGATACTCTGTTGTCGCGCATCTCTAGAGTGGCTGCAGATGGATATA 
GTCGCACGTGCGTGCTCGAAGATANTATGTGAGTGAGGAGAAATGCGTGA 
TGNGATACCGAAGAGCAATCGTATTGGGAGACACTAGATCATACAGCGTC 
TGTCGTCAGAGTGGAACTAAGCATGTACACGCTGATGCAACACATGGCGC 
GNACTGAACGN 

>SARSl20.CB^08_-_053.abl 2161 0 0 ABI 

ATAGAGACTACGTTAGTAGTATAAGCAGNACTAGANTAGTAAGTGCATAG 

CANNTGTGNTATACTTACGACGACACGANTNAGTACCTACGACACGCGAC 

TAGCGAATGATAGCTNTACATGATGATCTGCNATAGTAGCAGCGAGATAT 

ACATGTGACGACGTACAGCAAGTAGCAGCGCAGNATATNATAATAGCAGA 

GTACGANGATAGTTAGAAAGACATAGCTACGTAATGCATAGACGACACAT 

ATTAGCTATCACTCTTTTATCACGAGCTACNTAGCATGNCGCAGTCATGA 

NTACGTCGTCATAAACANCGGAGTCGNACTCGCTTTACTAGTACTTCTTC 

GCTCACGTCANAGTACGGAGATTCATGAGTAGTGCAGNACGTGCCTCGNG 

TGGTAGATAGGCGTGCNGTGTATCTAGAATACGGCGATGAATACAGATCG 

TGATGCGTATATCGAATCGCGCATCGCTGCGTTTCGCTCTAGCTACGTCT 

GTGCGAGACTCGCNCTGCTGCGCCGCGTCAGTCGNCGATCGCGCAGAAGA 

GAATGACGCAGACGAGACANTGGCGAGTGCTGCCGCACNTCGCTCACCAA 

CACATCAACNNCAACTANGACGCCACTCCACTATAAGCCACTACTCACTC 

ACTCTGTGTCTAATATATAATGTATACAAAGAGACATACTGTATATAAAT 

TATTATATAACAGATGTATATGACGGCTATAATGNTATACTCTCATACAC 

TCTGCTCACCTCGTCTGTCACACCACATGTGAGTGCGTACATCCGTATAC 

AGTAGTGAGCTAGAGCCGTAGCATGTCGACACACTTGATAGGTGTACGTC 

GCGCGCTCATGCTCATAAGCTGATACTGAGAACCATCGAGTATGGAGCAG 

TGTACTCGTCGCCGACTGAGACACACATCCGCCGCGACGNCACATGACCA 

CACTCACGCTACACGCCACCGACGGACTGAGAATGAGCATAACGATACAT 

CAGAATGTCGTCAGAGAACATGCAAGAATACACGCATCACCAGATACCAN 

CAGAAGTACAGACTAAGACCAATATGGACCAACACACTACTCATANTGCA 

CCTCACGCATCACGTATGGTATCAGTACGACATGCACGCAGAGCTGCTAT 

NGACTCTAGCTAAGAGATCAGCATCATATATAGCTGTANCACGATCATGC 

ATCNTGTATTACTCTATAATACTAACGCTATCACGCGCACCGTTACGATG 

GCACATAGCACACTAAGCACTATCGATGATACGATACAACGAGCACACGA 

CAATACATCTGCTACAACAGATCATACTGACAGTATCACACTAATAGACG 

AGCAGTCGACAAATCTATGTCGAAACGATCGCTGTGCAGGAATGCCTCAG 

TACGCGCCGGTGCACTACGTAGCTATTCGCTCGTCTATNCAATACAGTCA 

CAGTCTCATCATGACTACAACACGACACANCCTACCACGCACGCTCACAC 

GAAGCTCTGACAATAACGAATTAGATCGCTATGAACAGGCTACAGACAAC 

GATGATAACAGATACGATGCCGCACATACGNCGCCGCCGACACCACTCAC 

GATACTTCGATATCACGTCGAATACACTATATACAACCTCGATAATCATC 

GCAATGACTCACGACCGCTATACATACGCGGCATATATCAATGAATACCA 

GGAGTTATACTCTAACCAACTACACGCCACTCGTCTACCCAACCATATAG 

CATAACACTNCGNTAGCTATGCACGCCGCGATACGCATCCAGTGTAGNAT 

ATGGACATGTGCTGACAACCCTCAGTATCCATGAGANGCGAACACTACGA 

AACACGCGCGTACGCGAGTATCGTCGCTGAGATAACTGACAAATCGCACT 

CGTATAGTNGTCAAGACTAGAGCATCGATCATCAACTGATGCATGAACAG 

GATACATCGANCTTTATAGTCTG NG NGTNTATTNGTACGAGCGTAGCAGC 

GAGCTGTCGTCNTGACGACATGTCGATATCGGATCCCGTGATCATGACGC 

GGANGTAGACGACATNCGTACGAGATGCACGCTGGATNCGCATGAGTACT 

GCCGNACTAGTGCTGANGNTCACTATCCTGTCATGCACGCTACTTCNACT 
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ANTANTANTGN 

>SARSl20.CB_A09_-_065.abl 1810 0 0 ABI 

GGCGTGTATATCTGTTGTGTGGCGCTGTCGTGCTAGCTCGTGATGCGCGG 

AGTTATAGCGGAGCTCTAGTACTCGAGCGCTATAGAGCTGCGTCACGAGC 

GCTCATGTGCTGTCACGACCTCTCGTGCTGATAACNGACACACAANGTCG 

CACTCACACATACCAGCAGATGTTAGTGATCGCTCCTCANCGTAACGCTG 

TGCNGAGCTCGCANCGCGACACNCGANGACAANTNGTATGGTCGTANANA 

GTCACGTAGTAGTGCGAGCGACATACGCGGACACAGCGCGAGACGACGCG 

CCTGACAGAGCACACAGTCGACGACGAGTGGTCGAGAGAGCAGCACTCTC 

TGCGACTNATGCCAGCGACGTGCCGGCTCGCGATCGCTCGCGAGCGTGCT 

CGCGTCTCGCAGCCGCGGACTCTACCTGCTAGCTAGCTCTGGACTGCTAT 

CAGATATACATACTATGACATACATACACTTGTTNTTCTCATGTCGNCGC 

GCTCATTGCCATCCCTNGACGCAGACGTCTACGCCTCTGACAGATGACGT 

CGNCAACTCACTCNCACTTGGCGTCAGGTCACTGTCGCGCAGCGCAGCAA 

AGAGTCNATCGACGCTGATGTCGCGTCGAATACGCAGTGCTAANATGATA 

GACGTAGTGTATAGACTGAGTGCGGACAGTNAGACGGGTAGACTGATGTG 

TCGATGCGAGCTGACGACTGAGTCGTCGATAGCGACTAGTCAGAGACAGC 

GGACAGCGNCGACGATCTATACGAGGACAGACGATCTGCGTGACTGAGGA 

TCGATCCAAGATCATGTCATCTGTGCGACGCGATACTCCGCGACACAGNT 

GTACGGTGAGTAGAGTCGACAGNAGGTAGCAGCGAGAGTAGAGCATGGAC 

TACAGACTCGAGCTAGNAGTNGCCACGACGACACANCGAATGCATGAGCG 

CGATGACGTATCGCAGATGATACGAGCATGCTACATCGATCACGTACACC 

GATGCGCGCTAGTGATGACTACGATGCAGATCGTACGAGCTCCTTATCAG 

CAGTGTCNCGTCAAAGATCGGNCCTATCGAACTNGCACGCGCGCGCCGAG 

TACGCACAGCTCGCGACGCACGTAGTCTCACGATGCACTCGACGNCCGCG 

CATATTAGTTGAGTGCACGCATGAATCGAGAACGATCCGTTCGCACAGCT 

CGTGCAGCANCGATCAACACAATCGCGAGTGCACATGCGCAAGCATCTCC 

GTACTCCAGAGAGTGCGCAAGTCACGCACGTGACTCCGTGTGTCNCTACA 

GCGCGCCGATCCGCGCGTCCTCGATGGCGATGTCTTCGTCTCGCTCATGC 

CTACTCTAGCACTCACTACTGCGCAGCGGAGTACATGGATGATCAGAACG 

ATCGGAGCACGCTGATAGCGATAGTTGAGCACACGGAGTATGTCGCGCGC 

GCGCATTCTACGATCATGTGTCTAGTATGCGGTCGTGTGCACGACGCTGC 

GACGCGCATATATCATCTTAACGTTGTCGATCGCACGATCGTCGAGCGTC 

TCGCTGCATCATCTCTCTGATGCTACATGTCCTACGAGCATACATCTCCG 

ACGATCGCTCAATCCCTGCGACAGACCCGGTAACTCAGATGACGAATAAC 

ACGTGCGACGCGATGTCAAGGTCGAAGTGGGCATACGAGACGGCGGATCT 

CGATGTGCGTATTGACGCGGCTCTGGTGGTACGAAGTGATGATACAGTGC 

ATGTAGTATATATGTATGTCTCTGGATGATATGACATGCGATGACATCNC 

AACATGGGAG 

>SARSl20.CB^10_-_069.abl 1550 0 0 ABI 

AGCCTGGCTGGCCGCGCGCGAGGAAAGATAGTCAATGAACCACAAAGCAT 

ATTTATTAGAATAGGAGTCAAGAGAGCACTAGCGACGGTTACGACTCATA 

TATATATAATAGGGGAGGTGTGAGCGAGATAGTGTTTCAGAGATCAAAAT 

GCTACAGCAGCGAGAGACAACTCTCCCGGCGCCGCrGTATATTTTGCCTT 

ATCACTTACACTCTACTACTATCAGAACACACACTGCCCTTACGTCCATA 

CCCTCCTAACCTCTGTATACACCCCGCTGCGCGCGGCATGTCATCATATC 

CTACGACGCCTAATACGATGAATAGAGAGTACAGAGGGATGGACGCAGAG 

AACACACAAAAAGAGGCGAAGAGAATTGTAGTAGATAGAGATACGTGAGA 

GGTGGTCTACCAGTTCGAGTATTGGATACATAATATGACATAAGACTGAC 

GTAACGAGCATGGCGTACGTCGAGGGAAGCTCGAGACGTCGTGTGTGCGC 

GAGTCGACATGTACACATGCGTATGTGCTCGCTCTCTGCACCCTGAGATA 

TCGTTTCATGTGTTCTTACAATCATAATACTAGACTGCGCGGTCGAATCA 

TATGTACGAATAGAAGAGATTAAACGCGCAGATAGTGATGCTATTTCGCA 

GCGAGGGAGAGGAGATAAGTTGATAAACAACGCAGTACTGAACGCAATGA 

GTAGTAGATAAAATCGCAGCGAAAGGTACTTATACGCACAAACACTAAAC 

CGAGGGTTGGCGCGTAGTGTCCGTACGTGCAGCGAGTCAATCTACCTCAC 

CTCTGCTGACCTGCATCTTGCAACGTCTAGCGATACGCCACAATAGAGGT 

TATAGAGCGATAAAGCAAGTATACATCGGACTAAATGAACATACAGATAA 

CCGCGCTGAGACTACTAATTAGACAGGTCAGTTAGCAGGTAGATGTGAAT 

GTCTCGCAGGCCTCGCCGTCCCGCCATCATACGACGACACTAGGACTTAT 

ACCGGCTGCACGACATAACCTGTGTAAGCGAGATTGCTCTATCTTCAANC 

GGAATGACGTAGATCTAGCGTATTATGAGTGAGAATACAGTGTACATAGT 

GAGTAGATCGAGAGCAGTACGCAAGATATAGCCATACATTGTGATGACGA 
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TATAGAAAGATGAGTCCAGATNATAAGCAAGACACGGTACGCTATATACG 
CAAGAGAAGAATGAGGGAGTATCGAGACGGTGAGACTGAGAGTGTACAAC 
TGCAGAGAGCGTTCAGCATGCCCTGCGCATACTTAGTACAGACGACTGCT 
GAATAG CAATCTGAGTGTCGATAGTCATCTCACCTATG CGTAGTCTG ATC 
ATCTATATAACGTCTAGTCAGTCCGCACCACTTATATCACATATCTTACA 
TATGTCTATGTGTAGTTGACATAGCGTTAATGTGTCATTGATCACAGATA 
TAGTAGTGTATTGACAATGATGAGACTCAGNAGCTCGTATGTTCACCGCA 
GAGATNTGTTCGATCTGATGTGGATAGTAGACATCCGCAATCGAGCAACN 
>SARSl20.CB_All_-_082 .abl 2201 0 0 ABI 

AGTCAGTCTGCATCGCTGTCACAGCNGNNTCTGTCCTCNGTNTCAGTTGC 
TCNGTNNNCNGTCACAGTNTCACGTNGACTCGGCTGTCCGCAGGTAGACT 
GNGNGGCCGCTTCAGCCGCGCNGNGTNACNGCNGNTCGCGCGACTGTAGT 
TGGACTGNACNACTGCNGNGCGCTCGNNNATCGNTCGCGTCGTCGNAGTG 
CCGACGNNGNNATCGTCNGNTCATCGCGNTCGNNCTGTTCNGATGTCGNG 
NACGCCGACGATCGCGNGCGNGNNTGACGTCGCGACGTGTTCGTNGNGNT 
TGATGCNGTCGNNGCGNTCGNGTCGACGNTCGNNGTCGTCGTTCGTGTTC 
TCTTGTACTCGCNGCTCGTCGCACGNTGCGNACGCTNCGNTGTCGCACGT 
CGGTCGCGNTCGTCGGTGCGCACGCTCGTGCTGCGCGGTCGGGTGCTGGT 
TGCGTCGTCGCGTCGTCGTNNCANTCGNTGCGTACGANNTCGTCTCGCGT 
NACGNCCGTGCGTCGCTGATGTGTCGATNGNACGTGCGGCGATCGCGTGT 
TCGCGTCGTCGNTGTTTCGGCGCGNTCGATCGNTCGATGTGTCGCGTCGA 
TACGACGTCGTGTTGCTCGTGCGTCGCGGCGCGCNTAGTCGNGTGTCGTG 
CNTCGNCGCCGCGATCGTCTTTGNTGAGTCGTGTCGCTCGCGGCGCGTAG 
CGTCGCCGCGCTCGCTGTCGTGNTCTCGCGCGCGCGACGNCGTGCTACGC 
GTTCGCGGCGCGCGTGNCGCGTGTGCNGTATGCGTCGTGCGTATCCTNAT 
GTNTCGTNTCGCGTCGCGTCGCGCGTGTCGGTGGCGTGTGTCGTTCTCGT 
CGTCCGTGCTGCGTCGCGGCACGNCGTCGCCTGCGCGCTATGTCGTCGTC 
ATNTCGTCGCGGCTCTCGTTGTCTGTGCGCTTGGCGTGACGTGTCGNCGN 
TCTGCCGCGTTGTGTCTGTCGTTGGNTGCTATGTGCGTCGCGNTGTTGTG 
TTAG CG CGTCGCTG CGCGTTGTTGTCG N ACTCGTGG CG CG CGTGG CGTCG 
TGCGTCGTGCGTCGGNTGTCGACNTGCGACGNCGTCGCGCGATCTGCCCG 
CTCGTCCGTTGGCNCGACGGTCGCGTCGTCGGCGTCGCCGCGNGCGCGTT 
GTCGCCTCCGCCCGCGNTTGTGCGNTCGCATCGCGTTCGTGGCCGNTCGG 
CCGGCGGCGCTTGNCTGCTGCNGCGCGCGTGGTGGCTGTNTGCCGTNCGC 
TGCTGTGCTCGTCTGCGTGTCGCTCGCCGCGTGTCAGCGTCGCGNTCGTG 
CCGTTTNCGTGTTGCGCGGCGCGTGCGCTCGCGTCGNCTTCTCCGCTGTA 
CTCCTTGACGTCGCGCGCGNTCGCGTCGGNATGTCTCTCTGNTTCCTAGC 
CGGCGTCG CG CCGTCTGTN CGTCGTCG CCG CG CG NTGTTTCG ACCGCGCC 
GCGCGGTTACGTCCGCCGCTCGNCGTACGCGTTCGGCGCGGCGCGTATGN 
CGNCGCGCTACGTTNTCGGTTGTAGCGTCGTACGCCGCNCANCGCGCGGT 
GGTCGTCTGCTCTNTCGTNTGTCGGTCAGTCTCGCCTGNACGGCGTGCGN 
NTCGCTCGCTCGGTCNTCGTCGTCGCGNNCTGNTCTACGTTCTCGNCCGC 
TGTGCTGCCGNTGCTCTGCGCGTGTTCNCGCGNTCCTACGNCTGCGAGNC 
TCGCGCGTCGCGTGTCGCGCNACCGTGTCGCGTCANCGCGNNGTCGNCCG 
CGTCTCNCTCACTNATTGCGTGCACGTGNCGTCGCNGCTGCGTGTGTGGT 
NCCTCGCAGGTCTGGNTCTCTGCCGTGACGTCCGTGTCNTCGCGTGNTCG 
TCGTCGATGTGCGCTCTGTNTGCCGCNCGCGCGTCNCGTTGTGTCCGCGN 
TGTGTACCTCGNGCGCTGCCGCGGTGCGTGTCGACTGTTGTGTGCNCGTG 
CGCGTGNTCCGATCTNCGNNCNTCGTNCGTGCCGGTCGTCGACGNTGCTG 
CGCGCACGACTGGTGACGCGGATGTTCCGCGTNTGGGGCGTGCTGTGCTG 
TNTGTCGCACTTCGCGNATCGTNCGCGCGNTATGGCGCTAGCGGATGCGT 
NCGTTTGGCCGTGCG NTGTCG NTGCGNTCTCTGTTTCCCTCTCTG CG NG N 
CTCGCGTCCGNCTGNCTTCNCTCGCCGNTGCGCCGTGCGCCCGCGTNTGN 
N 

>SARSl20.CB_Al2_-_097.abl 1891 0 0 ABI 

GAGTATGGTATGNTNGATATTATCGGTGGTTGGCTCGTCCATGGCCGCCG 

GTGGCTGCTCGGCGCGCGCTGCGGCGCGTACACTGTGACACGAGGCGATC 

GCGAGAGCGATGTAGTGTGAGACAGACCGAAGCAAACAGANCAGACGACG 

CGCGCCGATGTATCACCGCGAGACAGCGCAACCGCCGACGCAGCGCGACA 

CNAGACAGTATCGTGACACTCGCAGTGAGGACACACACGATGAGTGATGT 

GTGTCTACACCACAAGCACCAAAGTAATATGCACTCGCTAGACAGGTCAG 

AAACTGTGTGCGCTGAGATCGTAGCGTGTCAGATGAGTAGTGTCGTGTCG 

TAGTTACTGTCGTTTATAGTCTTAGCAGTTACACGCTAGCGGCCCAGTCG 
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TACTCTACGTCTGACACGCATCTATCTCCTGAACAGCANCACGAGAGGTG 
ACTCAGGAGACNAGCGTCNATGCTGCGGTACAGTNTATCTACTNAGGCAG 
TCAGCAGTAGTCGTCATGATGCGAAACGCGATGTATAGCTAGCGAGCAGA 
CAGCGTGTGATGTGATGTGAGTGACGCGNTGAGATGCTAGTCATAAGTGC 
TG CTCGTG ACACAGTGGTG CAGACTCTNTACAGGTG CG CAGTCACG ACG C 
TTGCCTGGNTCGATGCGTCGCAGGTAGCGTAGCGCTGTGATCTACGCAGA 
CACTATCGCGAATGTCACTCTCACGCTACTGCCGAGCAGTGTCGTCGCGA 
CGAGTCACGCACTTAGTCGTAGCACAACGACACATTAGTNTTTTGATCGT 
TGTGTNACACCGTGATTGGCAGCCTACCTGCCAGTNAGAGNCATGTCGCA 
GAGCCATGCTGTAACATACGCGACGCTTCGTGTGTGCACGCGTTAAGTGA 
GTCTGCTGTGTAGTCCATAGCAGTGTCTGCTACTAGTGCAGATGTAGCAG 
CTCGTGAGTCTCACACGTTACGTCCTGCTACCATGCTCTGCNCGTCGCAG 
CACTCTGTCACGTCTCGCATCCGTACTCATGCCATGCTTCGTCCNTCGTG 
TGAGTTCATGTGTTGTGANCTCTGCAGCTTCTGAGAGAGCGCATGCTCGC 
NCACTGCTGCTCGCACTCAGAATGTGATGCTCTGTNTCTGTTAGACGCGN 
CTGTGTGCGACATGCTAGNCNACTGTTCTGTNTNTGCGTGACGCCGTCGT 
CTCGCATGCGTCAGCTCGACACATACTGCAGNAGTCATGTACTGCTAGAC 
GCGACGAGCTNCTGCGTNATGTCTCGAGTCGATCAGAGTATCTNTGAAGT 
AGTGATGCTGACTGNCGAATCACTGCTCATGCGCACTCGACGTAGACGTA 
GTGNTAGCATCGTACAACANTGCGCGCTCAAGTCTCGCNTGTCGAGCTNC 
ATTCACTCAGCCTGACNACTCAGTGACATCAGNCTGCTGCTATCGTCGAC 
TCNTGCCTNTCAGAGCTNGCTACTCANTCATGANGCTAGATACTCTACTA 
AGACCTCGTAAAGCTTCNTGCAGAGCTGAGCGCAGTCNGTGGTGTCAGCG 
CAAGTCAGCGACGCAGCGAGACCTATANCTGTCTCAGCAGCTGAGCGCGA 
GACCACGAGCTCTGCGTCGTATTGAGCGACTGATCACANTCGNTNCGCGA 
GACTACGATACGNATCAATGTACGTGATGTGATGAACACTACGATGCTCG 
CG AGTG CG AG AGTGTNCTN CAGTCANCTG CG N CTCTG C NTTC ATACTGCT 
CTNTGTATGATCTCTATCGAAGCAGACTTAGGTGCTNCTGCTCTGCTGAT 
CACNAGNCTCGTAGTCAATCTCTGTGCATGCTAGGTCGCGTTCGTCGCGA 
TGAGTCTACATGTNTAGTGTACACTGCTGTCGACTGTGCAN 
>SARSl20.CB_B05_-_041.abl 1010 0 0 ABI 

CTTCTTCTTTTTGAGCTCGGNCACCCCCCACCGCCCGCACCTATGCTTAT 
AATAATTGAGTACTTGTACTCCCTCATATCGGCGCCAAATGGTGTATGAT 
TCCTGCAAGAGAACCTCGAACAAGAATTTCCAAAATTCCGAATCCATTGA 
TGCTAACCCTTGCACTTGCTACAAGCATTGATGCTACGGCGGAGGGATTT 
ACCTTAATGCTCTTGCATATGAATCCGCTTTTACCCTCCGGCTCGACTCC 
CCTCCCAACCTCTGGTATCCACCTTTCCACCGCGCCCTTGCAGGAAACCA 
CACACAAAGCTGATCTTACAGCTACCCGATGGCCCGAGATTGAACTTAAA 
AATACAACACCCACAACAAACACCATCAAGCCCCTTCACCTTTACAGTCA 
CAAATCTATAAACGCTAGACCATCCTACCATACCACTTCACAAACTACCT 
GCACACCCGATCTCCCTCCCAAGACATACCCTCCAATGCAACCGGCACCA 
TTACATCCCTCACGAACGCCACCTCACCCCACACCACCCACGCCATTTCC 
CTTCACTACTCAATCATTTCGGCTTACACCAACACAACCCAGCCTCAACA 
CCCTCCCACCCAACCAACCTCACCATCTCTCCCCACCTCTACTCCACGAC 
CTCTAACATCTCCCCTCTCCTCTCTCCTCTCCCAGCTTCACCTACCCCCC 
ACACTCATCAAAGAACATTATCACTCATGTATCTAGACACAAAAACCAAT 
CATGTCTACGTGATTATAGTATCGTGACTCACCACCCACAGCTCCTGACC 
ATAATCGACATCCGCCTCCCGCCCGCTCCTATCTAGTCCGCTCAACGCCC 
CTTATACACCTACTCTCACGCCAATTCTCGTCTGTAATCAGTGCTACTAC 
CCGGTGAGTCACTGGCTACGTGACCTATTCCTCATCGATCACACATACTA 
GACAACACTCCCGCCCCCCATCTTTGCTTCTCGCCCATACAATCCCTGAC 
CCACATCTAG 

>SARSl20.CB_B07_-_057.abl 1491 0 0 ABI 

TATTGAGGTGATATATAAAGGTATTGACACTGCTATGTCTCGACGCTGTG 

AGTGTATCACGAAGAGAACACGCAAACGACAGCGGACAGACTCAGAAACA 

CCAGAGCNACGACAGCACAAGCTTTTTAGANGAATACGCCGAGAGGAGAG 

TAAACAGAGTATTTGATAGAAATGTTATATCGTATTGTGACATATCGTAT 

CTATCCTTCCTACCTCTTAACACGATACCGCATAATCTCACTCAACGCGA 

CAGGCTCACAAACTACACTCTTTAATACTATATGTCTAGATAACAGTTCC 

GTACTACATCTCCATACACTCCTGACTAGCTTAAGGAATCTGCACATATA 

TCTCGCACTATANATGACATCATGCACAAATGCAAGCGTCTATCTGCATT 

CATCTGCGCGCGCGTCTACTCGAATCTGCATCGAACACTGTTGTGCGTAT 

GAATGCGCTCTAATCGATAAATCTCGNACGCACTAAGTAGCACAGTATAT 
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GGACGTGAATGTGTTAATAGAGAGAGAACGATAGCTCAGAACGTAGTGAT 
AATAGCGCTAGGGGACGNCATGTGTGAGTAGACGCTTNGATCTCGACCAA 
CAGCTGCATAGATCGATCTAGATGACGCTTACGACAAGGTACGAGTTGGA 
CCTGACGGCGAGATGAACCGGTGAGCACGACTCAGCCGCCGACGAGTATA 
GCATTGACGGTGGCGTACGAGTCGATATGATGGAGAGACAGTAATATGCT 
GTGGTCGATATCTGCAAGGATGGCGAGACAGACAGAATCGTGAACATAGC 
GAGTAGACGAGTAGTATCGCGTACGATCTGATCTACTATGAATGTAAGTG 
AGGGATACTATAGTACGAGTATATCACACACAAGTAACAACNAGCCTCAT 
GCGGCGCGGCGTGCGAAGATCAGTGGCATGCGTCGTCAGGCTACGACTCG 
CGATNGTAATGCGAGCTGCGCCCAGCGACGCACTACTATCNTCGTCACTA 
TCGANCGACGCCATCACACTACATAACGCTGCACTACCTACTATCGGATC 
TTACATACGTGCATTCACGCNGATGATAATGGTAGCATATATAACTGTAT 
GAGATNGTCGCAAGCTCACAACCTACACATGATTANTANTACAANTGAGA 
TACNTATACATACATCACACGTATCATCGCATCGCTATCTGCCGTCTAAA 
ACGTCGGATTGTAATCAGAGACCGACATGACATATACACACTAGATGATT 
ATGCGAGATATGTGGCGATCTACAGGCAGAAGTACACACTTACANTACGA 
TGCACTACTCACATACGCATTAATGAGGATATACTAACAGTATCACAATG 
ATACTCGCTGAGACTCGCGTGTAGTACTGCTACATATTGACTATACACTT 
ATCACATAGATGACACATAAGGCGATTCTGCTAGTATAGCGTGCAGACTA 
CGTCGTGATATTAATCGCGCACGGATCAGACGATAGTAATA 
>SARSl20.CB_B09_-_073.abl 2164 0 0 ABI 

TGGTGGGCGTTCCGTGTTGNTCTTCGTNTNGTGNGTNGTCATNTGTCCGC 
GNCGNGNCGTAGTTCGTCGGCTCTCTCATCTGCTGCTCTNCACTGCGGCT 
TCGTCGCTCTGTGCTGCTGCAGTCACTCTGCNTGATNAGTTAGTATGTGN 
TGNTACTAGTATATGGTGAGTACGCGNCTGCGATACTGATGTCGANTGAG 
TTGACTAGTAGAGTATGANTAGNCAATGATCTNANATGCGTAGAGCGACT 
GATCGTGCTTATACTCNGGTCACTGAGNGTCAGACNGACGTANNGCGACT 
GACGACGCACGTCGCAGAGCGACGAGCNTGCGTAGTACGTAGCTCGNAGA 
NGTANTATNATNANTAGTAATATNTATAGNAGATGTTACGTCAGTATCGA 
TCATACTGCTGCTGTTACTGCGTNACNTNTCATATGTATATCACTCATCG 
TGNCATCGAGNCTGTCGTCGTCGCAGTATGTAGCATCGNCTGNGTCTNCG 
TGTATCACTTCTNCNCNCGACCGTCGCGCCAAGTCGCGTCTGGACTCGAG 
NCAGACNGCGNGTGATNGATCGCACGANGTCGCGCGCGGAGATCCGGCGT 
GGATGANGANGANGACGAGANTATCGATGATGTGATGCTACATGATGTAC 
GAGTCNTTCATGTCAATACGTCGATGATGTGCTCGTCGTAATCTGNNTGA 
GACGATGANTCTACTATGNTGTAGTGTNGTAGCTGGTCANTGATATCAGT 
NG NATGTGTANTNTGTAGTGACTAGTAAGTGTGTACACAG CTATGTCGTC 
GTCGTG CG CC ATTCG CGTCGTACGGTAGTCTCG ATACG CAGTG AG CGCTG 
CCTAGTGAACANTGATCTCGAGCTGCAACTGCTCTCCTCACTATCTGCTC 
ACGTGCCTGCGCTCTCGCATGCTGACTGATGTTCACTCGTTCTCTACAGC 
TGCTTCTACGTGTCGCGTGCATCTATTATGCTTAATGATGCTCGTCTGCA 
TACAGTTACTGCTGANGCTTTGATACGCTATAGTCTGATGATTCTATGTA 
TGTAGTTACCTCTAGNTGTGCAGTTATGATCGCGTGTCCTCANCACGAGC 
CGATATCANATCTATGGATTAGCGTACGCGTGACGATAGCACTCACATAG 
TATCGCGCTCAGTCGCGCACACACTGGACTCGCATGTGGGCTGGCGCAAA 
CCGGATCAACTACTGACTTAGCATCGCCGCATTCTATCCCACGTGCACTG 
AGTCCGATGTCGATCAGTCTGCTGAGCGGGCACACGCACAACGGATGGTC 
GACTCACTCTCGCATATTCACCTACGACGTCTGACGACGTCAGTACACCA 
GCTCACGTCCGGTGTCAGCCTCAGTGCTGTCGACAACGGTACGCACACTC 
ATCGACGACGAGCTGCCGCGATCGCGNTGGAACCTACGCGTACTGTATGA 
GTCCGGCGCTGCCGCAACCGGCGCGTAGATGCGTTTCTCGGCTAGACGTG 
ACCAACCTATCCACCGCCTCTAACTTCGCTCACACGCATCACGTCCCACG 
CACTCAACATTCGCGCTATATCTCGGGATAGGCATCGATACGTGCATCTG 
CTGTACATCTAGCGCCTCTGATGTTGACCGTGATCGATCGCTCGTGATAT 
CGCGCGACTCGCTCGATACCATGACTCGCGCGAATCTCAGNTCGTACGTT 
CAGCCGGTAGTCGCTGGCATACTNGGCGCGATGTCAGCAACACTTTACTA 
TCGATAAAGTGCGCACTGATCTCNAGCGATGCTGATGCAGTCATGCTGTA 
GCTCATCGATATNATGTCATGCATCTGTCTCTCGNTACTCGATGTACTGG 
AGCTGACTAGATCGAACACGATCATAATAGAAAGAGCANATCGAGATGCA 
NAGTGCGAGACTGTCTGCAGTGCATNCTGATATGATCGTGCTATCAAGTC 
ACACTGTACACAACGCNCACTACGNACATATCGAGTGATGTAGTGCTGCA 
TCTATAGTCTGTNTCTCTAGTGAATACATCATGCTGTACCGCATATCTGT 
TCGAGTACAATATCTAGCGACGCGCTATGTATCACGNTCGCTCAAGNTCG 
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TACGTATCATGAGATGCATGTAGCCATCGTACAGTATGGCTAGACACACT 
ATCGATGACGACGN 

>SARSl20.CB_BlO_-_077.abl 1621 0 0 ABI 

CCGAACTGAATCTGTCGCGCTGTCTGAGTAGCAAGACCAAAAAAGAGAGA 

CAGTAAACGATCCATCACCCGGAGACGGAGCGGAGTCCGAGCAGCGGACA 

ACCGTACGACGTTTTCCGAGAGGGGGAGGAGCATGCGACATAAGTCTGTT 

TTGACGAAATTACCTCATGTCGGTCTTACCAGCATAGATCATTGCTTATA 

TCTGTCACTG CG ACCGG CTACTATATATCAGG CTTTGTG CGG GTG GG CGT 

GTTTTCTGTGTGAGTTGGATGTGGACTGAAGGGAGAAGTGATNGACGGGG 

GTGGTTGTGAGCGTGAGGCTGTAGGGCCGGGGAGGCGCCGCGCTGTGCCG 

CGGAACGAGCGAGAGCAGGTCGGGCGGCGGCAGGTGGTTGGGGCGGATAG 

ACTGGGATTGTATTGACGTTTTAACGGTGGCTATGTGTAGACGGGGGNTG 

AGTGCGCGGAGGCTGTTGTTGGTGAGGTGAGATACGTGTGTAGGAGTTTG 

TAGAGGCGGCTCGATAGATCGAATCTACGCTACGTGGACTACGTGGTAGC 

GTCTAGCGTCATGTAATGTGGTGAGTAATTACGTATTATACCAGATCGCG 

TACTACAACATCATTTTGATTCGCGTGGACACGTAGAGTGGCGATGATGG 

GATGGTGTAGTGATGCGGTCAGAGCTCAACAGTTGCCAATTGTGCGTGTC 

TGGCGAGCGGAGGAGACAGTTAGGTTGAGGTTCGCGCGAGATGGTACGTG 

TGCGTGGNGTNGGTGGTGCGGCGCAGCGACCTGGTGAGTGTGTGCTGGNC 

CGTCTGGATATCGCGGCAGGGAGACGGACTGTGACGCGTGATGAGGGAAG 

AGTCGCGTGG AG NCGTGTGGCGGTGTTACG NGTGTG NACATCACGGNTGG 

TGTCGGTGAACTGAAGGTACTCGCGTGGTGTTGTGACGTGACCCGAGGTG 

CAGAGCAGCGCTACTGTCAGGCGCTGCGTCTACCAGTAGGGTTGTGTAGT 

GCGGCGCCAACTGCATCAGTGATGTGGCATGGCGTGGTGTGCGTGGAAGC 

GCGTGCACCCGGGTAGAGGAGTGCGTAGCNTGGAGACCNGTGCGAGGTGG 

AGGAGTGCGTTTTGGATGTGTCGGGGTGCGCTGCGCGGCGTTGGAGCGAG 

GACAG NTTGTG ATCATCTG ACTCTG ACTTAG ACTG CG C AG ATGT N GTG CT 

ATATGGAGTTTGCAGCGGTGGGTGTGAGGGTAGGTTATCTCTATATATCC 

GCTCACCGGAGATTATGGCTTCATTATCGGCGCGTGGTCGGGCAGGATCG 

GTTGAGTATCNAGGTGTGTGTTCGTGCGTGCTGTAGCTCCTCGTGCTGTG 

TGCGCGCTGATGCGCACGGGCGAGATGTGCGCGCGCGCGNACNTGCCNGC 

CTATNACTCGCGACTGCGCGTGTTCTGTGTNAGTATAGCTGGGGTGCGCC 

GTNGNTGTCTACCGTGACTACGCCGTGAGATGCGNTGNGATGCGCGGTCC 

ACGCGCGTNTTCATATGNGTGTTTGTGCTGTGTCGTGTGACTTCTGTTTC 

GTTGCGTGAGATGGTCGTGGGCCGGCGCGCGGCTGTGATGCTANATCCTG 

AGGCGCGCTGATATGGGGATA 

>SARSl20.CB_Bll_-_090.abl 1468 0 0 ABI 

TCTACTCTTGCGTACTTGCTCCTAGTCCTCGCTGTTGGCGACGGGCTCGT 

CGNCGCCCTCGCCCGCCGCTCTGCTGCCTTCCTGCCGGACGATCCGATTG 

TCATAAGTCGCACGGCGCGCGGCGCGCTGCGTTGCTTCTCGNCACGACGC 

GTCGTTGGTGCGCNTCGGCTTCTGTGCTTCTTTACACCTGCGTAGCTCAG 

GNTGTCTGCGGCTATGCGGCGGCTGCCAGNTCCGTGCGGCGCGCGCGCGC 

CCGCCGGGCGCTTATCGCCCCTCTGTGCNCGTCGCCGCCTACGTGCGCTC 

ACNTGTGCGATGTGCGGCGTGCGCTGTGTGTGCTTCTGATCAGTGGCCTC 

TGTGCTGTTGCTGGTGGCGCCTCGTCGGGCCGTCGTGGCTCTGTTCCTCG 

CNCGTGTGCGCTGTGCCTCGTCGTANCCTGCGTGCGCCTGATGCGCGTTC 

TTCGCCTGCACGCrCTCCGTTCGCTTCTCTCCTACTCTCCTATCTCNTCG 

CTCGCTTGTCGTTGCGTGGCGCGCGCCGCGTCGTGTGTGGGCGGCGGCGT 

GCGCGACGTGGGCGCTGTGGTGCGTAGTTCGCTGTACGTCTCTGTGCTGC 

GGCTGGTCTGCGTGCCTGTCTGGCTTTTCTGTGTCCTCGGTGCCCTTGTC 

GNTGCTACGACGCGCGTTCCGCGTAGGCCGCGCCGGCGCATCGTCGCGTC 

GCGCGCTCTGCGACCGTCTCTGCCTCCGTTGTGGCTTCGTCTCGCCTGTC 

TTACCCGCTCGGCTCCGCCTCTTGCGTGGCTCGCGGTGATCTGCCTACCC 

TGTCGTCTG N CNTCG CGTCGTGCTCGCACG CG CG CG CG CCTCCGTGTGAC 

GTGGGCCGGAGACCTCNGCGGCTNGCTGTGATGTCCGTGCTCGCTTCTCG 

CGCTCTCTGTCGTCGCGCCTCATGCTGCTGCCGGTCGTGCGCTCGTCTTC 

GCTCTCTGCNCTCTCGCTCCGCCCGTCTCCCACTCCTTCCTTCTGACGCA 

CGCTTGTCTCTCTCTGCNCTCTGCGCGCGCTCGCTCGCGGTGCCGGCTCC 

TCTGCGTNTCGCGTCCTCCTTCCTCCTGCGCATCGTCTGCTGCCACNGCG 

CGGCGACTCGCTTCTGCGGCCCTCGCACCGGCTTCTTGCACGCNTACGTG 

CCCACACTTGTGTCGCCGCGCACGCTCATTTTCATTTTCTCGCGCTCGCT 

CGTGGCACCCTCCGGCGCTGGGCTCCCTTGGTTCCTTGTCCGGGACCTCT 

CGCTGCTTCTGCTTGATGATCGTGGTTCCCGTCGCTGTGCTCTCTGCTGT 

Page 25 



APPENDIXA(4 0F4) 



SARSl20.CB.txt 
TCGCGTCATGTGTCTCCGCGTTCCTCTCCTTCGCTCTC NTGCTG C NTCCG 
CCTTTGCGCCGTTTCGCTTTACAGTCGCGCCTACCCGGTTNTTTCGCAGT 
GCCCTTCCTGCGCTGTCCGGCGGCCNGGCGGGACACCGCCGGTTGTCGNG 
GCATCACG CCGG CGTACT 

>SARSl20.CB_Bl2_-_101.abl 1828 0 0 ABI 

GATTTACATTAAAATATTCTATTCTTAACTATG ATCTC AGTATC CG C CG A 

CACAACACGAATGACACACAACAACACAACACCACACACACGCACAACAG 

CGCTGCACATATATCAGCACCACGACCACAACCCCCAGAACACGCGATAC 

ACATATACAGCAACACGCAGACACATTCATAGNTCATCACGTCTAGCCGT 

GTTTGG ATGG CGTCGTCCTGATG CTCG CG CGCTCG ACTACTTGCATG AGG 

ATACACGCATGGCTGCCAGCGGTGANCGCAACCCTACAGCTGCGTCCACG 

CNACTAGATGATACCAGCGACANCTTGAGCAGCGATGTGACGCTGTCAGT 

GATGGCCTCTGCTGACAACAATCACGAGACCGTAGTAATCCCTGCTCACG 

ATCAACTTATCGCTCATTGTATCTTCCATCTTNTCGTCGATCTCGTGTCT 

CCTATGCTGTACTCTCATATGCGATCAGATAGACAGCGACTATACTATAA 

TACCACGTACGAGACTAGGAACAGACACACAGATCGCCAACACACGGAAG 

TGTTCATGAACTATAACGGAATCTGNAGCGTAGACGTCTGAACAGTTAAG 

CAACACGAAGACGGACGTGATCATACAGCGAATGCAGGTCAAGTGTAGTG 

CGAACGACGACGGCGTATACGACGCGTGTCATCACACACTAACGATCGCG 

CTTCTGAGCTGTCGATACGATAGTACGACTGAATATTGCCTAGTAGCGCG 

CGTGCGTATCGCTTGCATATGTGTCCTTGAGCGACGTCTCTACGCTCGGC 

TCTCTGCTATACTACGTGCCCAGCNCATCGAGGCTCGTAGCGCGTCCGCT 

ATGACTCTGCAGGGCTACGTGTATTGTCGGAGTTGGCGGCCTCNGCACCG 

CGTTGTGCGAGGCGATGAGTATACGGATACCTAAGGTAGATGTCAGCACG 

TATGACATATGGACGACGTGCAGCACGTCTTGGTAGTACCACAGCACGAC 

GACACATCTGCCGAGCGATACTATAAGTGTAGAACTCTCAGCAAGAATGG 

CGGCTCATGCGGAGACCGTACTAGTACGGTATGATGAGGTCGCCTGTAGA 

TGNACGACGCGATGCACACTGACACTCGCTAGCGCTATGTACTGTGACGT 

GACTACCGCGACGTCGTACACTCTTCTGTGACATCAGCGTGGAGACTAAA 

ACGCGCAGTCGAGATAGACTTGTAGATAAACATACGTAGAATGCATGATC 

ACTCTCGACGTGCAGCCANTCGTAGATATCCGAGGTGCTGGACAGACGTG 

GACGTCCACGTGAGTACACTCGCATATGCGTCATGTNGGTCACTCNCTGC 

GTTGTGTCTCCTACCTGANACGCTGTCTGGCNTAGCGTCATGATATAGTC 

GAGTCTCGATCCACTCGCGAGCTGCACAATACGATAGTCATGTGTTGTGT 

CACTGACGCGCTCATATAGTACACGAGTATCTGACGTGTNTGCTGTCANA 

ATAGCCACTGCTGTCGACGTGACTCTGNAGNAGCGTGTGTCGACTGTANT 

GTGGTACATACTGCTGTCTACCGATGTNGCACAGATCTGCGGTAACTCGC 

GCNTGTCAACTAATGCTGAGTNANCGACGCGCAGTCGACGTCATNCACGT 

CGCATGTGTGACTGTCGTGCTGATAACGCTCATCGTCAGCCAANTCCTNT 

GACTCGACACTCGCTTGACACANGAGACTCGCTCTACACTGNAGATCGTC 

TATACTACATGCTGTTGTTCGCANTCTCAGATGCTAGCATCANGCTGTCA 

TGTCACTGTGGTATGCATGCGTCGGATN 

>SARSl20.CB_COL-_002 .abl 1435 0 0 ABI 

AGGGGAGGTGNTAAAGGTGAGCACGAGNAACGAGAGAGCGCGAGGACGCA 

GTGTAATAACACCTACACNTCAAAGCAACGGGCGCCTCCCTGTATGGCGT 

AGGGCATATGCGTTGCAGCGGCGGACACGAAGCCAATGGTACCAAAAAAA 

GGGGGGGAGNGAGGAATGGGGGCTGCC I I I I I CCCTCTTAGACTACGCAA 

AACATACCCACATTGGCTGCTAACTGTACTGCAGCACCGACTTGTCTCAC 

ACTGTTTACGCCTAACGGAGGTGATGCGGCTAGGAATGTAAGTGGGAGAT 

GCGTACATGCTAGTGGGCGGCATCCACGTATACTGTCTACAACCCACGGT 

TGAGTAACACTCGATCACGGAGTGTATAGCGTAGCAGACCTGAATCTATG 

TCCGAAAGTAGGCGGTCCTGTATACATCGTCTATGATCGACAGCTGTGCT 

TG ACACGG CG CAGATAGTG CAAG ATGTCATGCTTTCTATGTC CG AACGTG 

AGAGGTGGGAGAATGAAAGGATGAGCGCGGGGATCCGGAGGATACTTCCG 

CCACGCCTCAATGTCGCGTGCCGAGCACGAGCACGNCGACGATGTTGCTG 

ATAGTG AG ACACTG CAGTG CCAGTCTGGAG CG CG CGTG AATATC AACGCG 

CGCGCGATCGCTGAGTGCTAGCGCACGGTNGGAGAGCTGCAGTGAAGAGT 

AGAAGTCGACAGGTACTCGATACCGCGCACGTCTAGCGACAGTGCAGCNG 

TG ATCG AAGAGTCTG CTGCTCACTG CG CAGTCTG AC AC ACTG ACG CG CGT 

AAGATAACTATCGCATGACTCACNANCACGCTCTCAGCAGCGTGACTGGT 

CCACTGATCTACCACATGCGAGACTACACGAGACGCTGGCGCGACTGCTA 

AGGTGCGTACATTACGCGACGCACCGCGGTGCCGGCGCGAGCGGTGAGGA 

GTGGGACGGCGGCCGCTGAATTGAGCGAGCCTATGCTCGAACAAGACTCC 
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AGACGACGCTAGGACGGCGCGAACAACGTCGCGACAGACGATAGGAGGCG 
TGCTTCGTTTTTTCTCGCCCGCAACCCACGCTCACAGTCGTGCACCACGG 
AGGCCCACGGCACGGACAACGAAGGAGTCGCCGCGACACGCCGCGCCTTC 
GGCATCAGTGCTCCGTGGCATCGAGTACTCTGACTCCACATAACTACATT 
GGTTGTGATAGCACATCAGCACACGAGAAGCTAACAGCCGCGCGCGACGC 
TCAAGAGAGGACGAGCACAGGCGGGCGAGCTGGAGGCGAGCGGGTGACAG 
CGCGATACAACACGCGATCCGGCGGCGGACCGCGACACACTGCGATAAAG 
ATTAACAGCCCGACAGAGGATACTCGACGTTCGAGTGCCGCGCCGCCAAG 
AGGAATCGTAGTGTAGCTCCTACCGATGGGAGCGC 
>SARSl20.CB_c04_-_022 .abl 861 10 2 50 ABI 
ACTCGTCATATCGGTGCCTGTGTTGTAGATTGCTGACATACTTGTCAGCT 
ATCTTATTACCATCAGTTGAAAGAAGTGCATTTACATTGGCTGTAACAGC 
TTGACAAATGTTAAAGACACTATTAGCATAAGCAGTTGTAGCATCACCGG 
ATGATGTTCCACCTGGTTTAACATATAGTGAGCCGCCACACATGACCATC 
TCACTTAATACTTGCGCACACTCGTTAGCTAACCTGTAGAAACGGTGTGA 
TAAGTTACAGCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNN 

>SARSl20.CB_C07_-_050.abl 2170 0 0 ABI 

AGTTATAATTTGGTGGTAGTTGTAGGTAGTNGTGTGTGCGACTGTGTNAC 

TTNTNNANAACCACATCACCACACACAAGCGTATGTACTATCTTATATCT 

ATTCCTACTNNCGATNTCTATCTCTATCGTACATAGTCATCTCAGTNACC 

TANTATCACAACATTACACATCACTATCTATCTTANTCTACTGTANTACT 

ACAGATAGACAAATAANCCTNCACCTGAGATNAATCTCAACATGAGACAT 

ATATTCTGTTACACACACATCTACGTCCCTCTATCTCTCATCTNCTTNTN 

ACTAGCATATATGNANCANCACGTGTCAGGTGACAGAGGAACANACGCGA 

TCTNAGATGTNANTGACGGACAGTAGAGTCNATATGCTGTATCAACTGTA 

NTGTGACGTGCAGCATACACACACAACCAGAGGAANAGTCTCTAACGCAG 

NTGCGTAGTATCTAGCATCGTTACTGACACACGANANGACGATGACATAC 

GATANCTGAGATGATCATATCAATGCACGTATGATATAGCTGATGCGAGC 

GACGCGTGAATCACAACGAGATATCGACACGCAGACTTAACGCGCATGTG 

CTGNGACGTCTACGACGGTGACTGTAGGCACGCACTCTGCGCCNCTCACT 

ACATGACAGGTTATTATCCTCTATCTTTATAGTTATATATCTNTACTTAT 

NTTGTTCATACTATGCTCTACGAGACTATATACTGTGTGCGAGCGGATAG 

CGGGAGTCGCAGTGGCGTAGTCGTGTCGTGTGTTGTCGCTGGCTGTTCAT 

CTGACTACTGCTGTGTCTGTGCGGCATGTCATCAATCATAACTCTATGTG 

TGTCGTATCGTGTCTCGCGTGCTTGTCGCTTATACATTAATACTCTACTG 

NTACGATANATGTTCTCTCGACGTGACTCTGACAGAGCTATGTATTACTG 

CTTCTCATGTTGTCTCCGTGAGCATATGCGTTGCACGTTACGTCTTGACT 

GCATCTTTATATCGCTGTGCGTGTCTCTGACTCANATTGTTCTTTGCGTG 

GTTGTCAGTACTGCAGTCACGTACAGCGTATCTCTGTGGCTATGGTATNG 

NTATATAGCTGGAGCNTNCAAGTCGATACNGATGTCATGCGTCGTGTCGC 

GTGAGTGCTCACTCTGCTTCNGCAGACGTCGTCGCTATGCTCACTCTATA 

TACTGCTGTTGCTGACGCTAGACTCTGTGACAGTACTGCTCTGCTCAGCG 

TGTGATTGAGTGCAGTGCNTATGTAGAGNCGCGTGANTGTACGACTGGTC 

CG CTATAG CGTCTGTTACTCG ATTG CATCTACTC N ACG CGTG CGTCGTC N 

TACGACAGTGTGTACGTAGTGATATCGTATGATCGGGAGTATGATGCNTC 

TGACTGCGCGATGTACATAGGGTCGTTGCTGTGTNCTCTCTCGCGCGTCG 

TCGCCTAGATCGCGCACAGCCTACTCGCGACTCATACTCGATCTTCTGGT 

ACCTGCGCGTAGATCTTCTGCTGCAATGATAGTATTCTTCTATATGTCTT 

GGTCTCGAGCTGTCGGTCAGAGACTTGATNGCCGTCCTGATGTAACGTTC 

GTACGCATTATCGTNCGCATTGATGCACAATCTNAAGCTATACCGTACAC 

GANTGTGCGTCTGACTCGANTNTACGCGGCCGGACTATAGCAGCAGCGTC 
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CTTCTGCTGCCGGTANTAGAATATCGGACTATAGATGCTAGTATCGAAAG 
CTGAGAGTCTCCAGTGTATATATAACTG N CATTTG ACTTATC CTACGTGT 
GTGTCGTATTGGNCNTAGAATGTTGGTGGGTTATTTAGTCAGTATATTAG 
ATCGTTCGTATGATGCATGGGATCTAGCAGTGTCTTAAGTGTGGCTGTTT 
TGTGGTGCTGTGAGTGTGACTCACATTCTGTCTACTGTTGAGTGTGATGT 
ACGTGTATCGATNTNTGTGCAGTNGATCCTCACGNTACTAGTGAGCATNG 
TCCCAGTCTACTACTGTGTCTNAGCCACTATTGGTGTAATACATTCTATC 
TGTTCGCCCATCTCTACAGCTATCTGCGTATCAGACTNGGTACTCTGCAT 
GACCAGTAGTATCGATGATATCTAGTGCTGTCTGTGTNGTAGCGTGTCGT 
CACGTCTCGTCACTCGCGTN 

>SARSl20.CB_c09_-_066.abl 1565 0 0 ABI 

GTGGTGTGTTTGTTGATTGTCGGTTGTGTCGGCTTCTATGCGTCTTCGTC 

GTGCGTTGAGTGCTCTATCTANTGTGATTCTCTTCGTATATGGTCCCTTC 

TGCTGCTCTGCTGTGCTATGTGCGCTTGCATTGTACCGCGTCATTAGTGT 

TNGTTGTTGTGTAGTGACTCGTACTCGCGGTTATCTCGGTCTGTACTGTG 

TCTTTCTGTACGCTGTATATTTCTATTATCTTCACI I I lATTGATCANAT 

ACTACAAGCGAGCACCTACAAATCGCATACGACTACTACCTGCCCGCTCC 

CGCCTTCCANACTTCATGAGCAGCATCGTGCACTGATCTCGACGCGCGCT 

ACTGACGCGAGATAGATATTCGACGCTATTCCTTCTCATTCTTTCTCTTC 

TCTGCTGCGTGTTCTTTGTGATACGTATGTGCTCTGGGCTTGTCTCTCGC 

ATACTCTGTCTCGTCTGAGCGTCCCACGCTCTCGCCACTAGACAGGTCGA 

ATGCGTCACTGTTGTGTCACCTGGCTTATACTTTAGACTATTACGCCACG 

CCATCGCTGCAGCGATCTAACTGTTACGAGCAGTGTGCGATAGAATTGAT 

CGTGAGATCAAGACATAACAATTCGATCGTGGTTGTGGGTATCAATTTAC 

TGTCTACTG ATATCG AGTG CTG ATG CTCG CGCTGTGTCTTTG CAG ACTG C 

TCATGATCANCGCGAGCTCTTGTGCCTCGTTGCTTCTAGGATCTGTATTC 

ACTCTCGTGCCTGTGACGTGCGTCTGTCTCCGAATTGAGCACTATTGACG 

TATTACCATCGCCGCTTCGCTTGTCTACGTCAGTGCTGTCTCGTGTTTTA 

TGATCCATCTCTCATCGCGCATGTGTGACTTCTCGTCGTCAGCTCGTCGT 

CTTTCCGTTGCGTACGTATCGTCTGCACGTGAGATGATCTAGTGAGGTTC 

GAGTCAGAGACACGTCGACTTGCGNCATATCGTATACGTATGAGAACACT 

GCGAGTGCGCTGCTGATGTCTTGCTAGATGCTCCTAAGTGTTGCGGTTCT 

ATCTAGTATAGTTCG CTATACG AGCCACTCG ACG CTAG CGTG GTAG CTAC 

TCACAATGATGATTATAGGTTGCATGCCGTCCAAATGTGATATACGCTCG 

TCTNGTGCCGACGTCTATGACTATGTTGGGTGCTGTCGACATATATCATA 

TATTGCTGTGATAGCTCGTATCCTGAGCGTGGATCTACCGTTCTAGTGCC 

GCTGATACTTCCACTTCCGACTCTCTATGTCTCACGTGCTGCTTAATGTC 

TTCTCGTN CTCTTGTATTTTCGTCTAATTCTCGTCTGTGTGTCTCTG CTT 

TGGTGTGTGATACTGCCTCTGTATACTATCAGTTCGATCAATAGCTACAA 

CAGACTATGATACTATATATAATCTACACGCTCCCGACTAGTCTATGTAT 

ACTAGAAGATTCGATTATAGTACATCTTCTCTAGTGTTATTGTAAGCCAT 

GCTTGTACGTCGCATNTTCTATCGTCrCTTGCTNTGTCTGATCATGAGCG 

TACTTGTCAATATG N 

>SARSl20.CB_ClO_-_070.abl 1338 0 0 ABI 

GAGTGTGAGTTGGAGGTGTGTGCGTGGCGATAATGTAGGTCAGGATAGGT 

AGTCTACGCGATGATTTTATGGGTCTTCGATCCCTACATAGAGTCATTGA 

TAGCACGACAAGCACGACGTCATACATGAGAGTATATTACATCATGTGGT 

GTGCCGCAGACGGAGGGCTCTTGTGTTCCGTGTGTATCCACGCCTGAACG 

CGCAGAACCCTCCCCCGACCTCGCCCACCCCGCCTGCTCCCATCGCCTCA 

GCAGCCTTTCGATCGCCTACGCACAGCCCATCAGGTGATAGAAGGAGATG 

TAGAACGTAGAGGCGATAAGAATAGTGGAATAAGTNCCCCTCGTAGAGTG 

GCGATGACGACTCTCATATGATCACGCAGAGCCTGAGGATTTCGTCCGTA 

CTCAATCTACTCTAGATCTGAGCATTGCGAATCGAGTTATATTCTGCATG 

TTGGACCTCGCTCTCATAATAGTCTACGTGTTATATATACAGTGGTGGAT 

GGAGTATCTATAGAGGAGATGTAGGAGGAGTGGTGACATACAAGAAGAGC 

GCGGCGACTACTAGTACGGTGATCGATTGAACTCTCTAAGCTAGCAGCGT 

AGGCTGTCGGAGCGCACACCCAACGTATACACCCGAGCGGTTATGTTTGT 

TATACTATATCGTTCAACACTGGGTGTGATCGGATTCCGAAAAGTCATGA 

CTCGTATAACTTTCCTTGTCAGCACTCGTGGACGCAGCGACGGTTACCAT 

GTATACTATATGCTGTTATGAATGATCGTCGAGTACCTACTCACCTATAG 

AGCAGAATAGCTACCACGACTTCAAGCATGATATTAGCGACGTACCTCAC 

CCACGACTGCTGATTGAGTAATACTAGTGCATCGGCTCACGTCGCCATTA 

CGCGACGCGCGTGCACACTGTTGATGACTCTGATGCACTAAGATATTACT 
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GATCCACTGCGCGACTCGTGATGACGTGATACACTACATATATCTAGAGT 
TCGATTGTANTGCGTTGTATGATTGTGTGGTAGTGGAAGGTGGAGTAGAC 
GATGTACAGATATATCCTGCAATATTAGTTTCTCTGGTGATCGGTCGTGT 
ATCGGACTGTACACTCACTGCGTAACCAGTGTGGAGAAGAACAATGTATC 
TGCTCAGCCTCCCGTATGATGCTGAGGATAATAGATGGTGCTGCCTCTAG 
TCGATGTCTAGTCCCTAGAATNATACTCTGTGATGGTGGCGTGTGTATCG 
TCTGACTTGTGTATACGTGGTCATTGGTCGCGCGAGGAGNTGAGCGTGNC 
GATGTAGATGTG CG GAG AACCG ATACG ATG CTGCGTCG 
>SARSl20.CB_Cll_-_084.abl 1749 0 0 ABI 

CGATCGACGCGACGACTCGTCGCTCGTNACACNANCACGTCAGTGGTCGA 
CGCTCGTGTGATGNTGTCGCGACACGNTACGTCGCGAGCACGCGCTGCGA 
GACGACGCGCACACTGCACGCGCACGNACGAGACGTAGACACGCAGTNAC 
G N ATCACTTAGG ACG AC NCGAGANACGACG CACAG CTGTGTTTTTGN CG A 
CGACAAGTCACGACGCACGGCACCNACCTCGTCTGTCAGTGCTGTGTGTC 
GTCTCACCTGCGCGTCGGCGCGNCGCGCGCGTCCCATGCGTNCGCTACGG 
TGTCAGCTGAGCTGTCGTAGCTCGCTGTGGCGTGCGCGCTAGCGTGCATG 
AGTCTGTTATTATGACCTTGATATGTACTN I I I I I GCGNTGTGAGCTGCT 
CTCGCTCGATGCCATGTGATGCGCATTGNGATCTGTCGCTGTTGTCGTGC 
TGTGTGGTGACGTCGAGATGCTGTTGGTCGNCGGGCGCAGTGCGCTCTGA 
CCGTGAGTCGCGGTGGTGTGATGTGTGACTGACGAGGTGAATCTCATGAC 
TTTCTGAATGATTTGTGCGAGTNATGTTTGTAGTCATCTGCTCTGTTGTG 
CGGGTGACGCGTGTGTATTGAGTGTGTG I I I I I GAGCTAGTCGTATGCGT 
CGATCGTGACCGNCGTGGTGGCTGCATGCGTGCCGAGAGGGTAGTCGGCT 
CGTGTGCGCGCGCGTGCGTCGGTGAGTCNAGCTGAAATCGGAGATGTCGT 
AGAGTAATATGTTTGAGTCTGCCTGTGTCTTGATTTTGTGTTTCGTGCTG 
AGTGTTCAGTNTCGCCCTCNNCCTGCTGCTCGTGGATCGTGCGGCTTCGT 
AGTGTCGCGCGCCGCGATCACGTGTGAAGGTGAGTTCACGAAGNCGTCTG 
AGCCTGATGTGGATGCGACCTGCNACNAGTAGCGCGATGAGCGTCACCGC 
GCCCACTGCTCGACGCAGCCGCCCTCAGTTACNCGTTGCNCGTCACGAGG 
CGTACCTGTNCCGCTGCTCGCCTGCTGCCGCGNCCGACNTCTGGATGGNC 
GCGGTCCGACGATGTGACGACAGCGCTCGCCTGANCGGACGGCGCGTGTG 
CGCGCCGCTGGCTGNACATCGTCGTCGCCCTGTCTGGCTCGCACTGCGAT 
GTAGTAGATGTGGCAGCNCGACTGTAGCTCCACTCGNNCAGCGTCGTGCC 
G N N ACTCG CGTCGTAG AGTCTGG ACG ATG NTGTTGTATGTGCGTG ATCGT 
AGTGCTGCATGTGGTGCTCGGTCATCCGTNCTCGTGAGCGCAGCGATGAG 
NAGCGCATGCTGGTGGCTTACAGNTGTGTGCTGTGNAGTATATCTCTGAT 
GCGTGTCGCCGCTNTGTTCATCTATCTGTGGCGTTGTGGNNCTAGAGCGT 
CATGACTGTGCCGNCGGTGCGTGACGTCGNTGTGCGTCTTCNCGCGTCTA 
TACNCGNCACCGTCCGCGNCGTGTCGNACGTGCGTGTGATGTNACTAGTA 
CTGCGCTGCGTGNCGCTGCGGTCGNTGTANAGAGCGNCGGANNATGATCG 
CGCG NTTN NG ATNCTCN ACTG ACGCCG NCTGTNTCCNTGCGTGGTTG NAG 
GTGCGTGTTCCTGNCGNNCTGGCGCGCNACCCGTCGATGTGGCTGCGTCT 
GTGCGTTGTCNTGNNTGCGCGNATGCGCTCTACGCGAGNCGNCGTGTGCA 
GACGGNCNTGACATCGCGNCGTCNCGACGCTNCANAGATNACNNCGACN 
>SARSl20.CB_Cl2_-_098.abl 1279 0 0 ABI 

GAGGATGAAGGTTAAGAGTGATATAAGAGGGAGAGGGCGGGTGGGCGCGG 
GTTGCATTTGTTCTGTTTGTGTCTGTTGTTTGTTATAATTATCGAAATAA 
AATAAI I I I I lACGCTGCGGAACGCGACGAGGCGAGACGTGTGTTCTCCT 
TTTGCGCTTGAGCGCGCCCCAGCGCACGTATCGCGGCACACGAGCGCGAG 
GCGCCTCACATCCCCGCCACGTATGACGAGTAGAAGACAAAAGTGAAGAT 
GAGTTCGCATAGGACTATAAAGGAGGCTTCCAGCGCAGCATCGTGCCGTC 
AGCTGCGGGTTGTTGTGTTCTCGTGACGCGTCAGGTATGATATCGGCGAA 
CGCGGGGAGGTGTGGACGGCAGTGGTGAGAGCTAGTGGAACGAGTATGGA 
GTGTGCAGGAGAGGATGGTAGCTTTCGCCTCCGGACGTCGTAGCGGACGA 
AAATTGGCTGTGCAAGAGCTAAAGTTGTCACTGCGCATTCTGTGAAGATG 
GTAACACAGTATGATTAAGGTGTAATATGCTAACTTCATGATATACAGTG 
TCTAGCGCATACCTGATACACACGACGAGATTGCTCATGCTGGTGCGTGA 
CCTGACAAGAGCCTATCATTATGTTGGTTATCTGTTTGACTTCTGACGTC 
AGCGGTAGGCTAGTGAGGGTGTTAGTGCCGAGGCGCCAGCGCGCGTGGCG 
GCCGCGGGAACGGATGGCGCGTGTATGTTGTAAGATCCACTCACAATAAA 
CGCGGGTGGTTGATGTGAATATAAATTTGATGTAGCGTCCGATACGACGA 
AGGGTAGGCGCTAAGGGTTTCGCAGTATCCACCCGTGTCGGTGAACAACT 
TAGACTATATGATAGCGACATGCAGCTATATCAGCATCGTTCGGCGACCT 
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CGAGTACTGTCCGATACTATCTCGAGCACCAGTCACTAATCGAACAATGT 
CGAAATATCGACGCCGACGCGAATCCCTTGTTGATCTGCCTCGACCGTGC 
ACCACGCGTCCTCCCCATGACCGTCAGATACACTTCANATATGTGCGCTC 
AATTTCAATATAGTCGTTGCTAAGCGTCCTATGAAGTTCGAATGTTCTGC 
ATAGATCTGTTGTATTACGTAATGGTATTCCATCTCTCGAACTTGTGTAT 
AATACATGAAGCAATGATTGCTTTGCCTGCACTATGTGCGATTGAAGACG 
AATTTATTCTAGAGTTTGTAGGTCGTTCGTCTATAGCGTCATGTTCAGAG 
CG CTTTGTCGTTTTAATCACG CACCGG CG 

>SARSl20.CB_D02_-_014.abl 1015 0 0 ABI 

ATGGGGGGGAATAAAAAAGAACAACAGAAAGAAAAAAAACCACCTTCCCG 

CCCGCGCGGCGAGAAGGGAGGGGCGACGGAGAATTTCCAAAAAACAGGCA 

GAGGGGGATTTTTCCCAGAAAGAAAGGGGAAAGGGAGAGTACGCCACGCG 

GAACACGGGACCCCTTTGCCCCCAACAGGGAGCGAGCAGCGCACGGGGCG 

GAGGGGGAGACGCCAGGGCCAGCGCAAAAAAGGGAGACGAAGGGAGGAAG 

AGGACACAGAACGGAACGAACGCAAAAGACAGCAAAAAGCCAAGCAGGCG 

AAAGACAACCACACCCACCAGACGGACGCGGAGAGAGAAAGGGGGAGACC 

GAGCGAGCCAGCAACGGCGCGCCCGCGCAACCAGACAAGGAAGAAGGCGG 

GAAACCGCCAGCAGAACACGGCACAACAGGAGGCGACGGAGAAGGGAAAG 

ACGCCAAACACAGGGTCGGCACAACAGATACGAAGAGGCACGCGACAGAG 

GAGCAGACCCGGACGACGGACGCGGGAGGCCAGGCCACGCGCAAGAACAG 

AGAGAGGAAGCACACGGCAGCGCAGACAGTGCGAGCGCGGACGAAGGAGA 

ACAGGACGCACAGAACGGCACACACGCGCGGGACGGGACACAGGGACACG 

AGGGAGCAGGGCAGACGACGACACAAGCGGCGAGAGCGCGGGCGCGAGCG 

CAGGTACCCAGCGCGACGCACGGGGAACGCAACCTCGCCGCGCGAAAAGG 

GAGAGAACCGCGCATGGCGCGTGGCGCGCCCGAGCTGCAGCGCGAGCTCG 

ACGGCGCGGAGCGCGCAACCAGAGGGAAGAGGGGAGGGCAGAGGAGGCGG 

AGAGGTGAAAGCTGGAGCGGGGCGAGACCCGGACGCGCGCACCGCCGCTA 

CGACGCACAACCGGCGCACGGGAGAAGTGCAGGTAAGGAAAGCAGGGCAA 

GGACGACAGAGAAGACGCGCAGGCGGCGGAAGAGCAAAGAAAGAGACAAG 

GAGGACGTCGAACGC 

>SARSl20.CB_D03_-_026.abl 829 37 453 ABI 

ACTCGTCATATCGGTGCCTGTGTAGGATGAAGTTCCTAATGATCTTACTA 

CAGTCCTTAAAAAGTCCAGTTACATTTTCTGCTTGTAATGTAGCCACATT 

GCGACGTGGTATTTCTAGACTTGTAAATTGCAGTTTGTCATAAAGATCTC 

TATCAGACATTATGCACAAAATGCCAATTTTTGCCCTTGTGATAGCCACA 

TTGAAGCGGTTGACATTACAAGAGTGTGCTGTTTCAGTAGTTTGTGTGAA 

TATGACATAGTCATATTCAGAACCCTGTGATGAATCAACAGTCTGCGTAG 

GCAATCCTAAGATTTTTGAAGCTACAGCGTTCTGTGAATTATAAGGTGAG 

ATAAAAACAGCTTTTCTCCAAGCAGGATTGCGTGTAAGAAATTCTCTTAC 

AACGCCTATTTGAGGTCTGTTGATTGCAGATGAAACATCATGTGTAATAA 

CACCTTTGTAGAACATTTTGAAGCATTGAGCTGACTTATCCTTGTGTGCT 

TTTAGCTTATTGTCATAAACTAAAGCACTCACAGTGTCAACAATTTCAGC 

AGGACAACGGCGACCAGTTCCAAGGAACATGTCTGGACCTATTGTTTTCA 

TAAGTCTGCACACTGAATTAAAATATTCTGGGGTCTAGTGTGCCTTTAGT 

CACCAATGTGCGGGGGGGCTGGTAATTGAGCCAGATCCCCCATATAGAAC 

GTAATGGTTTGCACCAAAGTCTAGCAATTGCCACACCTCAAGCCTAAATT 

AGTACCATAGAGAATTCCTCCAAAACTACCATGTCCCACATTGGTTTTGG 

GCAATG CTTTTCACG CG AAAACAAACTGT 

>SARSl20.CB_D05_-_042 .abl 2128 0 0 ABI 

TCCCCTAANNNGGTATATGATATNAAACTATCATCTTTCTCATCATCTAT 

AGAGCTAGGAGCAGCAAGATATACACTGTATCAGCAGATAGATCTTNTCT 

GACTAATACG CAATG AGTCAC NATCAG GAG CTAG CAAACTAG AG ACAAAC 

AGAGANANTACCTCGCAAGAGAAAGACCAGTATACAAAGACTCNCNCANA 

CCACGATAGTGAGCCANCGCAGACACAGACAGATGCACTGCGATATTATT 

GCTCTNACTTAGTACACTAGACACTACATGAAGCGCTGCTACGATACTNG 

CGNCTTCTCTACTTATCGCGAGTCAGCTGAGCTCGCCGTACGCGCTGCGT 

CACGGACTCTCGTGCGTCGCGCATCGCCATGCTACACAGATGTATGCGCT 

GAGCGTCTCGACTGCGTCTACTCGATACGTGACGCGNGANTGCGCTGACG 

CACTCGTANG CGTACGCGCATCG CG AC NG C NG CCG ACG ATCACTAAG CAT 

GGTATCNGCGTGACAGCTGACGATAGCGCGACGAAGCAGTGCATGCACAA 

GAGAG N CG CG ATGG ANGTG ACGAGG ANGAG CACAGCGACTATAG N G C ACC 

TGACGTCGGCNCGTGAGTGATGANANAGACACGGAGTACGTCGTGACACG 

ACGAGGNACGTAGAGACGTAGTAGATGCACGACGATGATATGATATGATG 
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TGAGTAAGGATATAGTAGATGCGTGAAGACTGCGATGAGCTTGGAGCGAT 
GAGATAGACGATGTCGNGCAGCGACGATANTCGAGACAGACTACAGTAGG 
AGTATACGANCGTACATGCGAGTAANCGACTCACCTGTGATGTGTCGACA 
CGTGACNAGACGTCACGTAATGACTGTATCTGCTGACGTCAACAGACGCG 
AACTCG CTGTCGTCTCCGAGACCGAAG NTG AG CG CGTC AC CG AG G ATCGT 
ATGTCATGCTCTGCGACTAGAGTGNGCTGAGAGACTAGTGATCGACGCTG 
AGCATGATTGCGACGTNCGGAGTATANGACATACGATATAGCTAAGGNTC 
GATACCATCGCGTAGCGTAGCTATGTAGNACGTGCAGTGANCATCGTTCT 
ACAGCTNACGTATCGATCAGCNCGTGCACGAGCGTACTGCGATCTGANAG 
CTGCATGATGCTAGTAGCGAATGACACGAGTATACTGACTCAGATACGAT 
GTTGAGTCCANTATGATGCGTCAGTATAGTACTAACATCGTATATGTACA 
TGTGATCTCACGACGATGCTATGTGCTGATGCTAGGAAACNGTGNTGCAC 
GANGNCTGACGCTCATGACGACTCGACTGTGCGCATGACTGTGTGTCGCA 
NGCACNACTACCGACGACGGCGTATCNCTGGCACTGANTGCATCAGCCGA 
TTATCACATGCGACGACAGNCCTCTGCGTACGGCTNCGCATATCTGCAAT 
ACATCGCATTCACGCATCGTTCGTNGCATGCTGTCTGCACACCGTGCTAC 
GCTACNGNGACACNCGTGCTGTAGCAGCGCTAGGCGNCATGATNNACGCN 
TAGCAGCGTACGACAACNACAGCGTAGACTGACGACTCNANCTAGACTCG 
ATCGTGAGATCTGNGTCACGCNCGACGCATATAGACGATCGGCATGTATG 
CAGTGATGTATATGAGACGNCNANTGGTCGATCACGGACGACTGNATACG 
CGAGCTGCAGTTGACCGCGTGATGGACGACACACACATCTGTGATAACGA 
TGCGATGACGCGNGATCAAGACGTCATATGTAGGCTGTACTACTGANCCN 
TGTAGACACAGCTGGACGACGTATGCNACTGACATTGTATATTGACGTAT 
AGCTCATAATANTGACGTGAGCTAANTAACTAGATGAGTGGAAAATCGAT 
ANGTNGATCGACTANGACAGTCGATCACAGTCATGATNACTGCGCAGCAC 
GTACTANGTAGTCGCGTCTAACTNAGCATATATGTCTATANTGCTTGATT 
GCGTATGAGCATTATAGCTATGATGATNCAGATCAGCGCTAGCGACTGAC 
GAGACTCGATGTNGAGACNATCGATTACGCACTATCAGTAGCTGCAGCTC 
GNANTCGTAGACGCGTGATGACATCCGN 

>SARSl20.CB_D06_-_046.abl 1437 0 0 ABI 

AGAAATATCTGCTTTNTTNAGTTCGGGCCAGACGCTAGGCCCAACGGGCG 

TGCGGAAGAAAACAATATGATAATTCCGNGCGAGCCGCTCCACAAGCGAC 

GCTAGGGCGCTGTGCATGAGAGCGGGCGCCAACGGGGAGAGCGGGTCCGT 

CCTCACGCAGCACAGCAGCCCACCGAACACCGAGAGGAGAATATTTTTGC 

CGAAAACAGCCGCGGTCAACCGAGCAGTAGGATATTAGAATATGACGGTC 

GACACCCATTATCGTGTGCGACCCNATAAACACAACAACGATAGGCCNGA 

CAACTG ATGAGACACAG CG CG CCGG AAGCGCAGCACG ATG AG G C CG AAAG 

GAGACGACGAGCACACGCACGCGCTACAGCGTGTCTACAACAAGTCGGCG 

GCGCGGCCAGAGCNTATTAGGCCTGGAGGATCGACCGCGAGATCTCACAA 

TGACTCACACATCACTCTACTTNTANGTATAGATAAAACAGAACAAAAAC 

GCAAAGTAATACTACAATGCGGAGCGTTACAGGATGGACGGCAGGCGATA 

CAGATGGACAGGACAGATCTGGAAAGGCAGTGACAGGTGTATAAGAGTAG 

ACAGTGCAGCGAAGAGTGAGGTCGACGAACAAGAAGAAGGATGCGAAAGA 

GTAGATGGAGATGAGTCGGAAACGAGAACATATGCGCGGNCGGACGGACT 

GAAAGAGAGAAATTGAGACAGTACAGGGTAGACCGAAGGTAGGCTGATAG 

ACCAGCAACACAGCACGCAGGAAGCGAATGAAGCACGCCGACGCGACGAG 

ACGAGCATAGAGCACACGCACACGACTGAGAGATCAGCACACAATGCGAA 

GGGCAGACCGCGGACGGCGCAGAAGCCGCCACCACACGTCCGGGACACCA 

CACGGGCACGGAGAACGAGGGAACACACGCGAGGAGGTACGATGAGGTGT 

GTGGACACGTGTCTGCTGGACGTAAAGAAGGTCAGGCGTAGCACGACACA 

GCAAACGGTGGGGGCGCCCTAAACCGGTAGCGCCGAGAGACACGAAAAAG 

GACGGGCGCGCACGAGTTAGACGCAGACGATAGACAACCGGGACACAACA 

GACAGGGGTGCGAGAGAAACGTACGAACGAGAGCGGGCGGGTCTTAAGTG 

AAGGGG CAGATCGG AAG CACACG CGTG CACTAAG AC AAGATAGGGCAATC 

CGATGCGGGAACGGGCAGCGGACCGCAGTGCGAGACACAAAAAGCGGAGG 

GGAGAATAGCACCCCGACGCAATGAAAGAAGGGGTGTGAAAGAACCGCAT 

AAGGGTACCAATAACAGCATAGGAAAGAGTAGAGTACAGGAACAGCCAGA 

TGGCTGATGCAATATATGACCAAGTGGTGTCGTAGGCGCGGCGGTGAGCA 

GACCGGGGCGGGAGGGCCGCGGACCACAAGCGAGCGA 

>SARSl20.CB_D09_-_074.abl 1512 0 0 ABI 

GGAGACGCGGAGAGTGAGNGAACAAGAAGCGGACGAGAGCGAGACCACCA 

GACACAGACACGAAGAACACCACACAAACACACCGCCTATACAACCACAC 

AACGCACAGAGACCGGACGCGCCGGGAGGGAGAACCGCCGACGGAGGAAG 
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AGGAGTTTTCTCAAACCACACAGCACAACCAAGTACAGACGAGGCTTTCA 
GGACGAACACACCAGATAGAGGGCGTCACACGGACGGGGGAGGCCGAAGG 
GGGGCAGCGCAATTTGAGCCGTGGCGCGGGGGCCGGCGAGGCGAGGAGGG 
GGCAACGCTGCATCCCCTACTCATAACCACAACAGCCCGCCTAAGAGCGC 
CCAACAGGAAGGGGCGGGGAGAGGATGAAGGAGAGGCGAGGAGCAAGCGG 
CAAAACGAGGACGAGAAAAAAGAAAGAAAGCGAGTAAAACAGCCCAAGCA 
ACAAAACG AAGACAAAAACAG CAAG AAAACCACAAG CG AAAGGAGGAACA 
TTAAGGCGGAACGAGGGACGAAGACAAGAAGCAGATGAGAGAGACACAAA 
GCAGCGGAGTAGGGGACGAGGGAGGCAGAGGAGACAAAACACGGAGTGAA 
AGGACGGCAGAGGAGAGAGCAACGGGAAGAGGGAGACTAAACAAGGAGAA 
GAGGAGACAGTAACAGCGAAGAGCGGCGCGAACAGTCGGAGGGGGAGAAC 
GAGAACAGCATACCCGACTAGCACCCGAGCGGGACGAACGCGTACCAGCC 
GGAAAGAACCCGGCGAGACCATGGACGATCAGGTAGCGCTAAGAGACCAG 
GTACGGACACGAGTGCCTATCCGGCACGCACGCAACTCAGACGGAGGGAC 
ACGCGGGGCCGAAGACAACGAGAGACGCGACGGCGCGCGGACCGCACGTG 
AAGACGCCGCGAGGGCGCGACGACGTCGACGCCGAGGCGGCGCAGCGGTG 
GATGATAGCCACGAGAGAGGAGAGGAGGACAGCAGACTGCGTAGGGGAGG 
TACGCGAACAACATGCGCGACGGACCGCNACACGNCGAGACACGACGCTC 
ACACATCATCGCAAAACGAGCAGAGANACGGGACACAGAGACATAGCAGA 
ACACACGGCGGACATCACNCTACGCGCCGCGACGCAGCGCTACACACATA 
ACACACGNTGCGANACTCCAGCGTACCGGTCGAGAGCGGAGGACACGACG 
TCACTGATACCAACGACGCAGAACAGGCGTGAGCGAGGCGACGGCACAGG 
ACCGACTCGACGCGCGTAAGCGTGCGCAGTATCAGATATAGCAGTATCAC 
ACGGACAGTATCGGATATATGACGACGAAGACATCGACACGTATGAGAGA 
GAGATCGCACCACAGTAGATNGAAGTGTATGATGAGANTAGCGCACAAGA 
CGCAGCGAGAGACAGACGAAACGAACGCACCCGCANTAGCGAATAGCGCT 
GACGCGCTCGATATCGCATATGACAATACGTCAACAACAGACGCGTAGAG 
NACCTACAGAAT 

>SARSl20.CB_DlO_-_078.abl 1995 0 0 ABI 

AGCGCGCCACGACACAGCGCGNATACGCACGCGACGACGCGGCGCGGTCG 

ACCGTCGCGGTCGCGTTACGCGCGTGACGCGACGCGCCGCGCGCGGGGCG 

CGCGCGCGGCGGGTGGCGGCGCCGACGATCTCATCACGCTTCTGTTTGTC 

TNTCTTTGGCGGGGNATCAGCAGTCNTCTCGCTCTGTTTTTTTANNTTGG 

ATAATG CG CG CG CCTCGTCG ATG CGTCTGTNGTTATGCGCTTATTTATTA 

TCTCTGANAANNAACNAGGATGAGATGCATGCGGGCAGAGCTCTNATATA 

GGGACTCGTGGTGCACTCATGATCGTCGTACATCGAGCGACGTTTCCTCT 

ACCTCAATNGCAGCAGCCTAGCTTACTGGCTCGCGATACGATGCGCCGAC 

GAGACAGAGTGTACTGAACGGTGCTGACCGAAAGCTAAATAAATCATGAT 

ATCATAACTCACGTANCCAATGTTCAGGCAAAGAGACGACGAGAGCGTGT 

AGTGATATCTCATGGCGATACTATACTGAGCAACGCGATGCATNGCTCGA 

TGGCGCGGCGTGCGCACGCTCTAGCGACGCAGAATACTGCGAACGNAGAN 

CTACGAAATATGTACGATCTGTACATTGCTGCTGGTCGACTAATAACAGA 

TAAAGTCGACGTGTGTGTAGANACTATACTATTTAGCGGAGACCGAGTNC 

ACGTANTATACATGCGCATCGCTGACGCTGACGTCATATGATGNGCGACN 

GACTGCACGCACGCGCGCGGCGTCNACTGCTGCGCACNGTCACTCGGGTG 

CCTGAGACGGTGATAGTAGTATATNCTATCACATTCACAGTGTCTATATT 

GATTATCATACGAGCATACGACGTGCAATTGCTGAGTGTCAGAGATGCGG 

GCGACGGCGCACTACTGTCAGACGAGCAGTCATCATGCTGACGCCTGGTA 

CTTGCGAGACGACTGTATACNANTCGTGACGACATGCATGTATGACGNAT 

GACTTCAGTATATACGTCTGATTAGTGTGTGTCGCTANCGTACTTGCTGA 

TTGCTAGTGCAGCACGTTATGTCTATCACACTGATGCTTGCTGTACGTAT 

CACTCGCAATCGAGACGCACTCTGTGTCTATAGATTGTGAGTGATCGCTG 

CCTCAGTGAGCATACTACCACGATAGTACACTGGTATACACACTGATATA 

CGTAATACGATGAATGAAAGAAAGCAGACAGATGGTCGAGATGACGATAG 

TCATGTGCGTATTAGTCATGCACTACACGAGGTCCGGTCGCACTCAAGAT 

CCGTCCCTATANTGACAGCACGCACGACCACGCCTCACNACTCATATTTG 

TGATATCATATGTGAATTCTGACTGTCTCGTGCGTGATGACTACTANGTT 

GACTCGTCTCNGATGTACGTGCGGCCTGTGCGNACCGTGCGACTGTGCTA 

GTGTCANACGGCGCAACACATCTCACTGCGCGCATATCTGCTCGTCGTAC 

TGCGCANCATGCGCGACGTAGTCTAGACTTGGAGGNGAGTANCATATTGN 

GATCTGTGCGCAACAACGTCGTGTGATCGTGACTCTNTCATGTTGTTGCT 

GCTCGTATNATCGATCNTCTNCACACTGTGTCGACGCATGATCACTATAG 

ATATGAGTAGCAGTGTCTGTTGGGTANACGANCACATGCGATACACGACC 
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ATANATGGACTGAGCATACATATCCGTCATGNNTNTGCCACGNTGCGTCA 
CACNGCATCGCATGTCGNCTGACACATGTCTGNTGCTCGCCGTCATCGCG 
TCTGTNCNACGTATACCTCGATGTATCATGTCTACTCTCGCACGTCATGA 
CCNTATAGATCGATATGGTCGGCATATCTTGCTGTGCATACGGCAACTCA 
GTGCTATGTAGCTATACTCNCTACACACTTCGATATCCGNAGNCAGAACT 
ACTCTCTATCATGCGAGCGCACATGAATCTCAGCACATGACGTCN 
>SARSl20.CB_Dll_-_092 .abl 2068 0 0 ABI 

ATTAATACAGAGTGATGAGAGNGAGANATTAGACTATACATTCGACCTCT 
NTGNCTCTGAGATCGCCCTCTTACGTCCCTCGTCGCCCTCAACTCTCGTA 
TNCTGCTCTCTCCTGCTACCATACATCTATACCTTCAGCGGTNCGTATAG 
GTGAGAGACGNCTGTGACATCGAGCANAGGAGCACGTCGAACTNACTATG 
ACACGTAGGAGNCGNAGNGGGTTGTGACGGTGTCGTCGTAGCTGTTTTCT 
CAGCAGAGACAGCGCGGAACGGGCGGNACGTAGTGAGTGGTAGAAGGGTA 
GCATTGCGAGATGCGTTATATGACATGCTGTCATGACACATGATTATAAA 
CATAGTATATAGTCATGACAAGCGTCCANGCGACAGTNGCAGTACTGTGT 
AGTCATGTGATGTGCTGCCGTACTGAGAGACGCGATGCGCCTACTGCGTC 
AACTGATAGGCTGTCGATTCTCTGTCAGTGCTGACTCANCNANGTTCTGA 
GCGCGACTGACGACGACAGCANACTAGTCACTCGCTCATGCGTACGGGCA 
TAGTACCAGTGCAGCGTATGCTCAGACATGCATCTCGTAGTCANTGCAGT 
TCAGACACCAGCGGCNACCGACTCGCGCGCGGCGTGAGCATCGAGCATAT 
GCATNCTCAGCTGACGTGCACGATCATCGACNCATCTCTGTCTATACTCG 
TNACATGCTCNTTATTAATGAATCACAGTACTCAACGGAGCTCTCTGCAT 
CAGAGCGATGCGTCTCTCACTACGCTTGGTCTCTATAGACTATCACTATC 
GTCCTCACTCGACACACTATTCTGAGCGTGAATGAGNTATAGAGTAGGAG 
CGGGGTATGCGAGTCAGATGTGACGGTGTAGGCACAGTGTATGCACAGTG 
TGTACGCGTCGAGCACGATGCGCGTGACGCTCAGNACGTCGGTGAGACTC 
GCGCTGATAGCATAGCAGGGATATCGACACAGATGCGACATATAGCTGCA 
CTACTATGACGATGAAGTAGGAGAGTCTGCCATGTAAANACGAGACGCAC 
TACTATGATCAGCGGATGATGCGTACGATCTGAGGACGCGCAGNGACNGT 
GAGTACGTGACGNTGATGAGCATAGAGTGTAGCCGATCACAGCGCGGCCA 
CGATCTGCGACCGTGCTGTGGACTATNAGCTAGTGACCATACATCACTGA 
CGGCTCCTACACCACGCAGACGATCTGTGCAGGAGATAAGCGATACGAGA 
TAAGCTCGAGGATGCGATGGGAGTGTTGCATGCACGCAATGTTACCGGAC 
GTGAACGGCTGACGAAACCGGCTCGTCAAGATAGGGAAACTGTCGAGAGT 
AGGTCACTGTCTCCAACAGATCTGACAGCGCATACCGACACAATAGGTAG 
CGCAGAGAGAGAACAGGACATCCTGAGCGATCGAGTTATCGCAAACATAT 
GAGCTTCGGACAGGACCGTGTTCACGCTACGGCGCTACTCGGAGAGAGAG 
TGGGTGAGTACATGCGGAGCCGACAAGTGGTTGGACGCGTGACGCGCGCT 
ACGTAAGACCACCGTGGACGACGAGACTACGATATACGTCTGGACACATG 
CGTCTGTACTACCAGGACAAGTCGTCGTATCATATNTGATAGGATCGAAG 
GCGCGCGATAGAGCGGATCGCAGAGTGTATCGAGAGANTATAACTGCGTA 
AGCGTCGACTGGCCTAGCrCGAGCGTGTGACCGAACGAGCGCGTCGAGTG 
TCGAATCGCCGCTACGTAGCAAGGAATGATGGGAGTGGTAGATGAAGAAA 
GTCGAGGAAGTGATATGCGTGTGACANAGGCGTGCAACGTCGACGATGAG 
GCCGTNGAGACACATACGACAGACGTAGGGTCCCGTGACGAACGTGCGCG 
CAGANCATAATCAGATCGCACGCACAAGACGCATGAGACATACAATATTC 
CACAACGCAGACACGAGAGATGTCGACTAGCGTCACGTAGGCGCGCGCTC 
ATGCGTGTCTGGCATATGGTTCGCGGACTGTGGATCGCGCGCGCACGTGC 
GACACCCTATACAGTCG N 

>SARS120.CB_D12_-_102 .abl 1963 0 0 ABI 

AGAGATGCGATATAGANTAAGTATATACAGATATGAATACACATATCTCA 

CGCAGCAGATGCTATGTCGACGAGCTATATCAGTCATCCAGANCTACTAC 

ACTGTNATACNCACGCGATACATTAGATACATTCTATCATCTTACTACAT 

ACTGTACTGANTATACTAGTCTCATGNTACAGATTCTATACTCTCTCGCA 

CTCTCATATGTACTATCGTCTACTGCTCTACTGCTGTNCTCACTCGCCTC 

ATACTAGACGACATCGACTGACTACAAATGCAGTCAAGTAATATTGTNTN 

GTCTATGCCGCCACGACACGTATGACATCNCAAGGACCGTGACGATGATN 

GCATACGACGAAGCACGACGAGCGCGCGTGTTGTAACGCTGAAGCATATA 

GCTCTG CG CGTGGTCGACTTG CGTCAG ATG ATGAGTATG N CATC ATATTT 

AGTATCGTATAGTATGTACATCG ATATCAN AGTG CAGACGGC ACG G CTC A 

CTACTNAGCACGNACGCTAGCGCATNGTCGACCGTCTCGATCCACANCGC 

TACCGCTCCGCTTGCATCTACGCGTGTAATCATCTATGNGATATCTCAAC 

GTCGATCNTCTATACGATCGGTCTCACCTGTGTATGCCGCTACGAGATCA 
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CTCCTCACTCGTGTCCGTGCTACCTCGACACGTCTCGCTACGCGGCTCGC 
ACGTCGNGTACTCGCTACTTTGTTCTAGCTCTGTCGTGCTAGACACTACG 
CAGCGCACCGAACAGTACACAGCACTATACGTGATACATACTATACACGC 
GTGTGTACACGTCGTGACTACGATACGAGGCAGTATGTCGATGGCGGACC 
GGTGTGCTGCCGCGATTCGCGCTCTCNTGATCGTCTCNGTGCCTACTTGT 
ATATAGACAATATACACTGCCTTGATGATAGTGCAGACTGTGCGCGACGC 
GGTG CTGTCAGTCTG CG ATAGTG CCACGGTCCTAG AGCG ATACG CTG CAT 
CGTATAGAGTAATGATCGACACCGCATGCGCACAACGTGTCCTCTGCGGC 
G NTACTTCTG AATG AGTCG CACTGTGTG AATGTC ATG AG AG CTTCGACGT 
TCGCCATGCATCAGGATGAGCAGACTGTGAGAGGTCGCACTGTAGAACCG 
AAACGCAGAGACTACGACTGATACGTATTCTATAGTCGTGTGGATTCTAT 
GCTACAGTACACGTCTACGCGACGTGCCTTCCCACGTATGTCTGTTGTAC 
GTCCACGCCGCGTCTCTATGATCGTGACGATCGCATACTCGTCGTCGCGT 
CGACGCGACCACGCCATCATGCAGAGCGTAGAGTGGTCATGTACGCACTA 
CTGAGAGCCGGACGCTCTCTACGTGCTTCTATCTTCGCCGAACAGATTGC 
GGCACACTATACTCGTGCGCAACTCGCTATAGCATCGAGCNCNGCGCATG 
NTGCGTCTCGACAGGAGTGACTAACGAGCNTAGTAGACAACACTATATGT 
GCATCGCACGTTCTAGCATAGCCATACGACATCGCCACGTATGTCATATC 
ACCATCACCAACGCACTCGCTCCGCCGTCACCTCACCTACANCAGTANCT 
GACGTGCGCGTCGCACCAGATTGCGTCATGCATGATAGCACTACCGGATC 
CTCCGCATGAACATCACGACTGACATCGAGCTGATATTAAGGTATATGTG 
ATGTAGATATTCATTATAGATCTGTGACATATACAGTCATAGGTCCTTCT 
GGCTAGTCAATCACGTCANGTNGTACATACGCGGGNCGCAGCTGGGCGTC 
GCGNTCGTCGTGAATGAGTGNCATCGCGATCCGTGTGAGGTTCTCACATA 
ACGCGCGCNCAGTCTGACGTCGATCCCACG AN CCGATG CGTG CG CCGATG 
TCATACATCNCGTNAGCCAGCAGNCATCGTGAACGTGCAATCGTCGCGCA 
CGATTGCGGCTGN 

>SARSl20.CB_E03_-_019.abl 811 10 350 ABI 

ACTCGTCATATCGGTGCCTGTGTTGTAGATTGTTCACATACTTGTCAGCT 

ATCTTATTACCATCAGTTGAAAGAAGTGCATTTACATTGGCTGTAACAGC 

TTGACAAATGTTAAAGACACTATTAGCATAAGCAGTTGTAGCATCACCGG 

ATGATGTTCCACCTGGTTTAACATATAGTGAGCCGCCACACATGACCATC 

TCACTTAATACTTGCGCACACTCGTTAGCTAACCTGTAGAAACGGTGTGA 

TAAGTTAC AG CAAGTGTTATGTTTG CG AG C AAGAACAAGAGAGG C CATTA 

TCCTAAGCATGTTAGGCATGGCTCTGTCACACTTAGGATAGTCCCATCCC 

ATCAACTGGCCGNTCGTTTTACAANNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNN 

>SARSl20.CB_E05_-_035.abl 1981 0 0 ABI 

GAATTG NN NAACNNTTTACTTNTNTTAGCN NANGGN NN NCCG ACGTACAG 
CAGCCGCACTGACCGATACACATATGCACCNACTCGCCGTAGTCTGCGCT 
ACAGACTACCTGCAGAAGCTACTAGTACGCATCCATGCATCATCTACTCA 

TATGTCATGTGCGCTCGCTCGCTGAATCGTGTCGAGTGTAG I I I I I CNTT 
CNTCTACTTCTCTACTTGTCTGCCCTCTGTGCGTCATGCTATCTGCGCTC 
TATCNCATCTGTGACCATCCTACACGCAGCTGTGTCATACCCACGCTTCG 
TGCTCACTGTGACAGACTCTGCGTACTCTAGCACGTCCTNTAGCGCGTGT 
CCGATGCTAGGTCGTAGCATACGTATCTAGTGAGAGTGCGTCTGTGAGAT 
GTGTTCTCAG CTCCTGCACTG CACATGTG ATC AG CN CATTGATCACTCAC 
ATCCGACGCACACGATGCAGACACGTAGTCTACTATGCAGAGTCTGTAAG 
AG ACGAGG CATGGACGTGCTG CG CTGCTCG CG CTGC ACTCATATCTCTGT 
ACTCGGTCTCTCGTCTTCTGTAACGTGATCAGTCTCTCTCGATCTNTCAT 
CTTCTATCAGTATCGGTGCGTGATGACTGCGCAGTAGTGTCGTCGTCTCA 
TCGATGTCGTACGCTCAGGCTGGTCGTGCGTCAGCTCGATGATGTACGNC 
ATCTCGAATATGTGCGCTACAGAGATGTGTGCGTGATGTAGTGATNGCCG 
ACTAGTGTGCGCGAGCACTGCATAGATGCTACTGCACTCTGTAGAGCTCA 
CACTATATACGTATAAGCGCAGACACATCTATGTGTCTCACGTCACTGTA 
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CAGCATATGACCACAGATATGTGATCAGTGCAGCAAGTCCTAGAATCGTC 
CACGTCAGCGTCGTGAGCTCGTGACGCTCTGCAATCTCGTGATGTGATGC 
GAGACTGTCGCGTTACAGGACGCNTGATGCCGACGCGCAATCTGCGAGGG 
TNCTGTGTCGCAATTGATGGCTGGTGATGATTGTGAGCATTGGATAGCNC 
CATACGTCAGTCGTGCTCTCAGTACACGTCGCACCTCGACTNATCAGGAC 
ACGAAGGTGTCATCATCACGCTGTCATACGTCATACATACAGGCGCTCAC 
TCCGAGGCATAATACTATACGGCTGGGTTGTTGCATCACGATAATACNAT 
GTATTACCAGCACCACGCCTCGTGCGCGCGACGAGTCGTATGCACTCTCT 
GGCACGGCTACCTTCATGTGCGCCTGTCGTCATCCTCGTCTTCCGTCAGT 
CGGCGAGACCACACACGTCGCGAGTGTGCGCTGCGCGTCTGATCCTGTGG 
ATGCGAGCATCTCTACATCGGTCCTGTCGTGACGATCAGCTCTGCCACTG 
CACATAGCATATGACTGACGTAGAACGGTGAACACTACAGTCAGATGCGA 
CATTGACTGTTCGCGACATGCTATGCACGTACGTGTCGTAGTGCGCACAT 
GATNTACTATAGTGTCCGATATCAGTCTCTACTCGGTCTACGCACGTCAT 
GATGTCGCGCGTCTGATACGATATGACTGTGANAGACTAGCACGACTCNG 
TAGTCTCTNTANACGGACATGATAGTGATNGATTGCACGACTATGTACCG 
GACGCATGTACTCTATCGCACATATATATGTANATGCAGCACGATACACG 
ACTCGTCTTATCNGACTGTNACATATGCGTCTGATACGTAACATTATCAT 
ANAGCACGTAGATGACGCTACANTGTCTACTGTCAGCAGACTGAGTTGNC 
TGCAAGACGATCGAGTGTGTGGTACAATCCGAGACTGAAATCGNNCTGCT 
AGCCATATGCGCCATCNATCGCACTANCATGCACTACAGCGTCACACACA 
NCNCGTCNCGTGTCGTCGTATAGCANTTCGTGCACGATCCACCGACTCAG 
CACTGACTCTGACTCGACTCNCrAATGNCGA 

>SARSl20.CB_E08_-_055.abl 2736 0 0 ABI 

TCGTACTATGATGAAGGTGTCTGTAGAGAGTGAATAGGGATCTCGAGAGA 

CTCGTACAANATGAGNACTCAGTTCGGCACAGAGCTAGCAGTGCTCTCTA 

ATCTNCGTCTATAGCGCAGCTAGAGCATAGCGACACNCACGAGCACACAG 

ATCAGCAGATGCACATCATGATAGCTGATGGTGATGATGTACTTACCANA 

ATCCTACTCTACATCGCAGCCNGGTGTCGATGTTCGATATTCTTTCTCTC 

TCTCNACGATGCCGCGACGTGNTGTCGATCGCACGTGCGTTGTACGCATG 

TGTGACGCACTTATCATTATNTGTCGTTATCTCATCTTCACTGTATATGA 

CTGACTAACGACAACTCAAGATGATAGCTGATCAGNATCACTCGAACTGC 

CAANCNATAGGACATGTNAAGATATCACAGACACACGAGACAGCGAGCAC 

GAGCACTCATGCAGCANGTGATAGACATACACATGAGGACGCAGAGCNGA 

GAGAATCATCTCACAGAAGATACGACAGACACTAANATACTANTANCGAA 

GACTGAACGACATACAAACACTACTCGAACTAATGCANGATAACGAACCA 

CCACGCGCGCGCCTGCTGTAGATGAGAATCGTCGTCGAGAACTTATTTAA 

TTATAGTATATAATAAGAGGATGAGTATAATAGGATATTGTACGCTGAAC 

ACGCATTATCACGCCGCAGTGCATACTNCGAGCTGAGGATAGNGAGTGTT 

GCATCAGGACGACGGCGTTCTAACTCGTGACTCACTACCATGCGTCTGCT 

CTACGACGTCGNTCACTGCACACTTGCTGCCTCCCGTCTCAGACACAGCG 

GCGCGCTGATGATCACCTAGATANTCATAGTGTATATNATTATAGATATC 

AGATTAGAGCAGAGTATAGTGACATNGGTTCAGTCGAGATGCGNGATAGC 

AGACTATATATGTATGNTCATAGTCGTAGTATCGCACGGCAANTACATAT 

AGACAGCGAGATATAGGCATCGACATACGNCAGCTGCTGATGTNGAGCCT 

AGTGAGATCTGACTGTNACTACTGCTGAGATGATGACTCAGCGACTGGAN 

TCTATGCTCGNTACGTGACTANGACATCGGACCACATCACTGACTCATGC 

ACAATACGTCGTTCGCTCGTGCGCTCGTACGCCGCATCTCTATCGTCGTA 

CNCACTACACCACACGACATGCACTCAGACTAACTATGTAGTCTCATCAT 

GCATNGCTATACTCGCATAGTATGACAATGCTCAGATCCAGTGATGAACG 

GTCGTGCGTAGTCGTGCTGAGTGTACGCGTAGTAACGAGCATCTGTGCAC 

TGTCTCTAGACTGTACACGTAATATGACACAGCGTCNAGAGTACGTCAGC 

GATGGANAGACATCGATAGCTGAGTCACGAGTGAGACAGTAGCGNGTAAT 

GATCGCATGCTTCACTCGCACTATCATCGATCCNTCGTACTATGAATGGA 

TN ACTACTGTNG CG ATACCTG CTCAGACACTATCGTACTATACG CACATC 

ACGTCATGATNTACGTACAGTACCACTATCGAGCTAACGCAGCATCATCA 

GTGCCNANGANGACGACTGNCTCNTCATCATGCGAGACATCTANTNGCNG 

CATAGTCAGACTCGTGAGATCATATGAACGGTCGCACACNTAGCGCATGA 

CG CTCN CTCTGANGTGAACTG CG CACG CTATCCCGCG ACATC AG ATG CAC 

GTAG CG CAAG CAGCAGATCAG ACGATATTG CACTGTCAGATGGCTTATCT 

CACACACGCGTNATCACGAGCNCTGTCGTGTATATGCGCGTGCATGAACT 

ACTGTATAGATGTGCACTCGTATATGAGAANGTCAAGTAATACTGATGCC 

ATACTAAGCTATAGCTANCACGCATCANTATNATCATTGCAGTNTAGTGA 
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CACGTAGACTACTACATGACGCATGATCACCGTACNTTCCATCAGTTGAT 
CAGCTAG NAG CATAGTG NCACATAACG CG ATTAG CATGTAGCATNGCGTA 
CAGTGTCGACACTCANCTGCGCTACGANTCANTAGATCATAGATGCAAAT 
CATCATCATCGACANTCCACTGTCCTGCTNCTGCACNGTCAANCNGNCTG 
ANTG AATN CATCGACATTCANG NTC NCAG N CTCCTCANTANTNTC NTGAT 
CATCTNTAGTGTGAGTTG N AC N NTCGCAAG CTGTNG CTGG AN GCACNGTG 
TN CG ACGAAG CTGATCG NCATGCTGTCGTCTG ATATAC CAGTG ATG CTAC 
ACGTAGTATG ACTTG CATGTG ACG NTAGCTG N CTTCTG ACTG ACTAGG N C 
ATTCGNCNATCGAGTACTACGTCGTAACGTNTGCANTCATCATCNTCNTT 
GCATCATCGGTCGACAN CAGTNTG N CTACTCGTACG C N G ATC AG CTCGAC 
CATGAACTNNCCTAGCATGACCACNCGTCATGATTNCCNACTTTGATACA 
CNGTNGATTGACACTNATCANTCNCTNCAATCANACTACNATNCGGCTGA 
CTGATG ACG NTACAG NTGANTCANTAC NAN CTG ATAG AN CTN CCG NTCG A 
TG AANTCATG CATG CTAGCTG NTTG AG CACG ACG NTTG AN GT NCG ACGAT 
TGNTCNTGCGTCGCTGACAGCTCGATGNACGTTGAATGNCGNCATGTNGC 
ATCGACNNCTACNGTCAGTCGTACTTCGATCGCTGN 
>SARSl20.CB_E09_-_067.abl 1282 0 0 ABI 

AGTAAGTACACATGACTANTTCTTTCGTCTCTCGGTGGTATGATGAGTCC 
GCGGAGAGTATTCATGTTTGTATCTGGAGCACACTGTCACCGTGTACCTG 
TTAGACGGTGCCGTACGACTTTATGATGTACTCCGACATGTATCTCTACT 
CGACTTNATACCAAGCGTGGAGTCAATACCATCTACTAGAAATAGTATTG 
GAGTGCTACGGGGTGTAGAGTGTTGGTGATGCTGGGTGGTGTGTGTGACG 
TCGTATCGGTTCGCGTGGTATTTGTATTTGAATGTTATTTCTCTATTATA 
GTATATATTATGTATATATCTTTCTATCTTGGTTTCTCGGATGATTGTGG 
GTGCATACTACCTCTGTTCCATCCACGAGCTCCGCATACAATATCCAATG 
TTTAGAATGTTATTAAATACGTTATCTAACGCCAACTGTCTGCTACGTTG 
CTGTGCTGCTCGTATCATCTCGAGTAGGTCTTGCGCTGTGCGCTGTCACT 
GTTATACTATTGTGGCCGTATGATATGTTGGCGTGTTTCGTCGCATGTGG 
TGTTCGGTCTGGGGATGAGTCATACTGTAACTTGTGATATCATAATTGGT 
CGCAACGACACCTCGTGCCATGATATTTATATTAGGTGTGCGACTATGCA 
TAAAATAGTGTGGTGTTTAGAAGTGGTGAGTTTAATCTCTATGCAGTCGC 
GCGTTGTGATGTGCGAGCGGAGATCGCGTGGTGATGCGGAGGCATCGAGT 
GACAGGGTGGTCGATGATGTTGCGCTCGCACGCGCACGGGGCGTCTGTCC 
ATGCAGAGATGAGCGACGAGAAGATACATGAGATGCAGAGAGTGTGCAGA 
GGAGAGTTGCAAATGTATGCTCTGGAATTCGGGTCGGTGCTTACATAGAC 
GCCCCTAGGCGGCGCTTGCTTCTAACATGAGCCTGAGGTGTGGGTTCGCG 
ATCTTTGGGTACGAGACGTGCGCGCGTTGGCGCATGCGACACTGTCGTGT 
GCTACTCCATATTAGTTGTGCAGCGTATGCTGGAGCGATGCTTGGTNATT 
GCGTAGGAATTGCTGACTATCGAGATCAGAACGGGGGTAACAAGAGGATC 
AGTAGTATATCGCGTGTGCGCACACGCATAAGTACATCCGTAGCCGTAAC 
GACACANCGCTCATANACGACTGAGCGTAGAGTGCGCTGACGACCGCAAG 
CGAGACAGATAGTCGTGGATTATTCATGACGGCTTTGTCTCGGGACTCCT 
TAGTC I I I I CTGGTGATGTATTCTTCGCAGTT 

>SARSl20.CB_ElO_-_071.abl 1911 0 0 ABI 

CAGCGCTGCAGTGTAGTTGATGTACGAGATCCAGCGCTCGTCNGTAGTGT 

AGGCGCGAGGACGNAGTGGTATGATGTATATNTNCTGTACTCGTAGTTGC 

ACGATGCTGTCGTACTCGCATACGATAGACCGCTCTATCATATGCATAGA 

CTATCTGCGCTACTCTACACTAGGTTTCTACCTGCTCCTCTACTCACATN 

CTACCTCTACATATACTGTNTGGNACGTATATGATTCGCGACTACTGATG 

GAGTGACGNCATTGTAGATCGTGACGTGACGTGANTCGATAGNCNTGTCG 

TCGCCTCTGCGACGCGCCGACNTNGTATTCGCGCTCGCTGCCTGTGTTCG 

CGCGTCTACTCTTTCTCCATGCTGTTCTCTCGTCGTAGTCGTCTCGGTTC 

TACTACTGGTCTGTCGTCTCTGCGATATCTGTGCTCTGCTCTCACTGTCA 

TATCG N ATGATCTCG AG AGTGTCTAGTCG N CG CG CTGCGTCGTCCTCGAT 

CTCATGATCTCGAGCTGTCTAGCTCTTCTCTACTGCATCTCTCTATTACT 

ACTACTTCGTATTCCTATCTCGCTCNTGATCATATCATATGTANTACTTG 

TCTCATATCGACGTGTCTATACTGACAATCACACCTTGTTGCTCTGAGCG 

TACTCTGAGATATTCTACGTGACGTATGAAGCTACTTATACTATATCGTC 

GCACATGTCTAGTGCGTCGCGATNTGNGAGTACACCTCGACGAGTGTGAG 

TATACGANGCGCAGTCGTCAGCGGCTCGCAGATGTGACTGACATGTAGTG 

TAGCGCGCGCTGATGCCTGTCTATTGCGTGGTATCTACGCTCGTGCGAGC 

TGACTGCGATANGCNGCTCACGNCGATATGCGCTCTACAGTGTGCTGCCG 

TCTAAGCTACTCGCGTCAGATACGCTTCGATCGCCGTCACACATGCGAGC 
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ATNTCGCGCGTACTACTAGTNACTCACTGCTTCTGNTGACGTCTGACTAC 
GTCGTCTACGCTAGTGTCACTATACTCGATGACGTCGTCTATCGACGTAT 
CCTATCGTACGAGTACATGCATNACATAGAACGCTCCGATCTACTGAGTA 
TTANCTCGAATATGTTTTATCCGCTGTGTAATCAATAGGTAGCGCGAGAT 
CGTCGTATCGTGCGTCTTCATATGTGTGACGCGAAGTCTANCACNTATAG 
TCTGATGCTCCCAGTGTCTGTTATACCGTTCATTGTACTCCNCTACTCAC 
TCGTACATGTGATATATTGACGTTATACTGTACTCGGACACACTCGACGC 
GTCCGCGCGCTCGCGTGCGCGCGTACGCACGCGCCAGACACCATCGACAG 
CCTCGAGCGAGACGGAGTNCTCTGTGTACGTGTCATCAGTATGCGTCATC 
GCTCTCAGATGTCGTGATCGACGTATGGTGTGTANCGAGCGCGCGAGCAC 
GGAGTGCGNCGACGNTCATACGAGNTCTCGACTGTAGCGGCTCATCGCGC 
GACGTCAGCGCTGACTGCGTATCTCAGTATGTGTNACGNGTGNANGAGTG 
ATCCTAGCATNTGTNAGTAGATATCACACGTCACACTTGATCATGTATAT 
ATATGATCGATCACATGACAGAGCTACATGACAGTCTGACTACACGACTN 
TGATNGTCGAATAGCGATGCGCATCACTCATANANCGACAAGTTNATCTC 
AGACGCTGAGTCGNANCGATCGACTGTCTNATGATCAGCNCACTCTGTGN 
TNCATCAGCGCTCATCTGCTGTGTGCGGTATGNGATCANTNTGTCATCGT 
ANAGCTGTCTGCGTCTTCANGTATGTCGTCAACGAGCANGCTATTCACGA 
GCTNTN NTCGTGTGTGCTGTGAATCTGGTG NATG ATGACTCANGTATACG 
AGCACTAGTGN 

>SARSl20.CB_ElL-_086.abl 1736 0 0 ABI 

TTTTACTAGTGTANATATTCTNNTTTAGNAACAAAANAAAAGCGANCGAC 
GTCTACGTACTTAGACGATAGTCAGCGCACAACATACACTACGAGAGACT 
ACGNCAACCGCATGAGATACTCTAGATCTAGCACAGAGCAGCAGCTCGCA 

GAGACCGTGATCATACGGCATATAGCTGACTAACTANGACTGACACGCCT 

GGTCTAGTGCNACGTCACACGACAGCNGAGCGCGCAGCGACGCGTCGCGC 

ATCGANGACTTGATTGACACCGATCAGACAGCGTAGAGCTACGCGAGCAC 

TCNGTCGCTGATGTGTCTGTATGCTGACAGCGTCAGTGGTCCGCGNCGTC 

GTGGCGTGTGCGTGTGCGTGATCAGGCTGCGCTGCTCGTTTGACAAGTTT 

TACAATTGATAGTATCAATGCTANGATACTGTGACTGTCATTGATGTATC 

GCTCGTACACGAATCCGCACGTACGCATCGACCTGCGCAGTACGTTAGGC 

TGAGCGTGTGCGCGCACTCTAGCGTGTGCGACGAAGTGGCGTATGTGTAT 

GAGGACTACTCTGCTGATATGCATATANTATAGATANTGGATCAGTGCTA 

TTACGTATGATACATGAACCTGTACGCGCATCATATACACACACGAATAA 

CATGAATAGTAGAAGTATATATGTACACTAGATATACGAACGATCAACGT 

ACTACTGANTGCATCGAGAATAGATAGTATGTGCACGTCACTATCGTATT 

ACTCACGACACTGTATACTGATGCTTGGCGTGCCGTGCGAGATGCTGATC 

ATTCCTCGTTCATTGTCACTCATGTCACTATACGTGCTCTGTGTCATTCT 

GCGCTGTGGATGTGAGATCTCGACGATGCACATCACCGCTGAGTTCGTGT 

TACGTGACATATGTAGTCTGCGTCGATGTTGTCGTGTGGTGATGGACTGA 

TATTTCGATTCATCCTTGTCGTCATATCGTTTACGTGCAGTTCTGATTAG 

GGATAAGAGAAGCGTGACTCGCTACCAGACGACAGCTATATGTATAAGCT 

ATTGCTGTTATTATTCTAGATAGGTAAGTAGGCACGTACGCGGAATGCTG 

TGGTCGCAAGTATGCGCATTACTAGAGAGAGCGTCTTGCGCTGGCGCGGT 

CTATCGGTGCGTTATGTGAGCGAGCCATATCGACCACTGCTCATGTTGCA 

CTGCTCCACCTATGATCTATGCTGCTCTCTAAGTGACNTCC I I I I GTTGA 

TGTACCATACAGTGTTCCCGTGCTACTCGATACGCAGCAGCATGCGCCAC 

TTCTCGCACCTCGCTTGCGTGACTACTCTTATTGCTCTACTACAGTCGCC 

CCCTCCTGACGCGCATGCTCTACAGTCGCGAGTGGTCGAGTCCTCGCCTA 

CGCACTCGCTGGTTGGCTGCGTTCACTTCGATGTCGTCTAGCGCAGTGAT 

GCAGCGCGTTGTCGTGCCTGCTCCGCGTCTCTGCTACGGTAGNTCTGACT 

ATGTGATGTGTTGAATTGGTAGCGTAGAGCTCTCGGTCTAGTAGTTGTTC 

GTACGCATCATGTGCATCTCTGTTCACGAGCGTGATGGTCGCGTCGACTA 

GTCTGTGTATGTCGCGTGCTCNTCACGAATGTGCAGCTCGATGCGTGCAG 

ATGTCGCCTGTCCACGTCGCNGTCGCGNTGTACGACGTATCGATAGTCAN 

TGATAGTACTCTCGGTGCCGTCTNCCGCGAGCGTGN 

>SARSl20.CB_El2_-_099.abl 1487 0 0 ABI 

AGCGTATGTGGTATGTATGTGAGACAAGCGAACGAGACCACGACACGAGC 

CNCNCACTCACACACAGCGCGGACAGACAGCACGTGCCCGCCGCGGCGTA 

GCGCACGCGCAAATGTGATCTACAGTAACCACACGGCGCGAGCAGAACTT 

AGACGCACAGCAGATGTTCTGTCATTGTCCGTGGAGCACTCTCGCCGTGC 

TCCTGCGNNTTGCACTTATCTTCCGAGGATCACTACGTCTCTACGCTAGC 

ATGGAACTCNATCTCACATCNCGTAACATCACCAGCTCTTCTCACACCGC 
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TGACATCTGATAGACGCGTCGACTAAACATACGTTATGAGAGTGACCTGC 
GTGCTGCACGGGATGACGCGAGAGCGACTACATGTAACATGCCTGAACTA 
CTGGCTACGTAGTACGATGATTGAAGCTGAGATGACTTAGATCACAGANT 
CCGGTCTCTCTCATACGCATACATTTACGAACAGCAACAACACTACTCCA 
TACTGCTACTGCGTCTCTGCCGTGCATCAGACCACACAGCAAAATCTCGT 
AGTCACACATAAGCGAGTACATACCACATAACCGCATACTGACGTGCACA 
TG AC NTGCTAGTGAG CAATCGTG ACGTCGTGCG ATACTAG CACTATG CG C 
TGAGCCTAGTCGAGCGCTGCAGCCACAGACATGCTCCTCGTCCAGCGTGG 
TGGTGCGGTAGTGGTCACGACGTATAGCGACGACATAACAAAGTACCACG 
TCGCGCACACCACAAATCACACGATGCCACATATCAGCGAGCGGCAGCGT 
ATAACAAACGAGATGACGCGCGATGGCTCGCACCGTCCGATATCTGTCAT 
CGCAGCCGATGTACCCAATCGACAGCGACGATGGCTCGCGAAGCACGCTA 
CAGCGACATACGTAGAACTGACTGATCACGATCCCTGCTCCCTATCATGC 
CGATTATCCTCCTATTACGCGCGCGTACATGCATCCAACTCGCATATCAT 
GAAGCTCCACCATCCACCGCGACTCGACTGAGTCTGAGATGATCTACAAG 
TGGTACAACGTGCAGTACATCAGGCTCGACAGATAATCGGACATGCACAC 
GTTCGACCCCGCGCGCGCGCGAGATCGCTCGTGACCTCATCGACCGATGC 
GACATACCCGACCTCTCTTATATTCACTAGCTATATTTCATTCGTTACTT 
CCGCACACTCCACCGCTCCATACCGCTACCTNCCTGCTTCCATTGCGTCT 
CAACTCGCGTTCGATTTCACCTCGCCATTCTTATGATATTCGATGCTTCA 
CTCTATTGTGACCCTATTCTTGCTAATCTAAGCCTCATTGCACTGCTATA 
ACTCACACGACGAACTAGCGCACACTGATTACGCACGTACTATCTCTATC 
TATCATACCCCGTCTCGTCTAACTCGCCGTACTCTATCTGCGTCACTTAT 
ACAAATGTCGCGCTCTCTCGATTATCTATACCATTCN 
>SARSl20.CB_F01_-_011.abl 836 67 306 ABI 
TGTGGGTGGGATATCCTAATGTGAAGAGCCANGTCCTAGTAGGTGAGGAT 
AATGGCCTCTTTCCCTCTTGCTCGCAAACATAACACTTGCTGTAACTTAT 
CACACCGTTTCTACATTGTTACCTAACGAGTGTGCGCAAGTATTAAGTGA 
GATGGTCATGTGTGGCGGCTCACTATATGTTAAACCAGGTGGAACATCAT 
CCGGTGATGCTACAACTGCTTATGCTAATAGTGTCTTTAACATTTGTCAA 
GCTGTTACAGCCAATGTAAATGCACTTCTTTCAACTGATGGTAATAAGAT 
AGCTGACAAGTATGTCCGCAATCTACAACACAGGCACCGATATTGACGGA 
GTCTACGTCATAGCTGTTTCCTGANCNNNNCCCCNCTCCCATTTCTGGCG 
CGCGTTCGCCAGCGCGCACTCCCTAGTTATTGCAGCCTGCCCTCTCGTAA 
CCCGCAGCAACACACAATCTCTATCCCTCTCTCTACACCACATGCACGTC 
ATCATACTACACCGGCCGCTACTCTGTCGCACCTCCGACCCGGTCGTGGT 
AAGCTTGTCGAACGAGTCTTTCTCACGGACATCGTGCGTCGTGCGCGTTG 
CGCGCGCTCGTGCCAAGGTCCAACACAGCCCTGACCAAACTAAAGAACGC 
AAGCCGCCCCCCCGCGCTGTGCTCGCGCCCCCATGACCGCACGCCTCCCC 
CTGCCCGCCGCAGGCGAACGCGAGCCCCGCACGTCCTCACCCGCGTCATC 
GACACCCTCGCCCTACCCCTCAACGCCGTCCCTGCGCCGGGCCCGCCCGC 
GAGCTCGGACCGACCGTCTCCGACCTTGGCGCCGAC 
>SARSl20.CB_F03_-_027.abl 800 11 349 ABI 
TACTCGTCATATCGGTGCCTGTGTTGTAGATTGTGCACATACTTGTCAGC 
TATCTTATTACCATCAGTTGAAAGAAGTGCATTTACATTGGCTGTAACAG 
CTTGACAAATGTTAAAGACACTATTAGCATAAGCAGTTGTAGCATCACCG 
GATGATGTTCCACCTGGTTTAACATATAGTGAGCCGCCACACATGACCAT 
CTCACTTAATACTTGCGCACACTCGTTAGCTAACCTGTAGAAACGGTGTG 
ATAAGTTACAGCAAGTGTTATGTTTGCGAGCAAGAACAAGAGAGGCCATT 
ATCCTAAGCATGTTAGGCATGGCTCTGTCACACTTAGGATAGTCCCATCC 
CATCAACTGGCCNGTCGTTTTACAANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>SARSl20.CB_F06_-_047.abl 1948 0 0 ABI 

TATTTTTTATATGTGTTGATTCTGATGTTCTAATCATCTGTGACANCATG 
ACTACTCNTAGATCAGTACGTACTCTATTCGGATGTATCTNTCGGCCTCT 
CTATAGTCTAGTCGCTACTGTATTATACTGCGATCATCTCCAGCGCACGA 
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CAACGCCGAGATATAGTATGTATCGTCGCACGGCTCGAGTTAGAGCGACG 
AGTCTGGACTGTTGTGTCTAGTACTTATCTGTCTAGTATGTGTATCATTC 
ATAATGATTCCTATCTCGTCTCTTTCACTGTCGCTTCTCTGCTGACTGCT 
ACTGCGATCTTACCGTCGCGACGTCGATCTGCTGCTGCCGCCGCNTCCAG 
CTCTACACTCTCCCGCGCGCTNATCGCACCGTCCGACGTGCTGTCATTCC 
TCGATCGTCTTTCTGACGTCGTCACTATATCAACGCATATAGCGTCAAGA 
TACGTTACGCTGCGTGCNACACGCNACGCTGTTCGGATCGAGCTCGAGAC 
GTGCTCGTGCGCTGCAGTGGATGTGTCGCAGATAGAGNCTACTCTCAGTA 
GACACTGACTGCGTCTGCGTCTGTGCANGCTATCTCACGGCGATCGTGCG 
AGACATGTGTCGTCGTGCTATGATGTGGTGNTGCGTATGTATGTGTACCG 
TGTAATGANAGCGTG AGTTAN CTATAG ACG CACGTCTG CGTCTGTATCTA 
GTCG CG CCG N CGTAGTATGTG AGTG CTG ACCG ATG N CATTGCGATCG AG C 
ACGTCATGTCTAACG CTGCGTGATTATCTG CTACTTAG CGTGTCCAGTCT 
TGCTGCGCGAGACGCACGCGCTGCGTCGTCAATGCTCGCCCGGACCGTGT 
GTGTCACGCGATCGTCGTGCTAGGCTCGCGTGTGCGTGATGGCGCACGCG 
CCTACTTTCTCGTGCTGCTGTACAACGACGCGTACGGTGATACATACTTC 
TACATATGATAATGAGCGCGCTCTGTTACTGTGAGCGTGTGCGTGACTAC 
TGATAGTGACTCGGTNCGCAGATGTAGCGTATGTTGAGCTCTGTCGCTTC 
TTGNAGTACTGTATCTGTGTACGAGTNCGTCACGAGCGACGCGCGACACG 
TGTCGTGTGCGTGTAGCGACGATGTGCAGTGTTCGTCGTGATNATATATC 
TCGTGACCNCGTATCGCACTCAGCGCGCATACGATGCTAGAGTCGCCGTG 
CGCGTAGTGCGTATTGCATCTCGTGCCGCGCTCTCGTCTGTGTCGTGTGT 
CACTCGGTGNTGACGTCTGCTGTACTGTACTNTATNTATTGCTACCGCTC 
GTGCGCGCACGCTGCACGGTCCTCGNTCGTCGTAGCTGTGATCGTGATGC 
GCANCAATATGCATGCGTGCGTAGTCTACATGTNATGATATTGATCGAGC 
GACGAGCGAAGGTTCTACAGNATGTCGGTGTGCTGAAGATCGTGCGTGCA 
ATNTGACTGAGTGTGTGTCGCGTACGCATCGATCNCACACATGTGTGCTG 
GTCG NTAGTG CTAATATGTGC AG CG CAGTC NT AGTG NCGCGAGCAGTATC 
ACTCGCTACTGCTTCTAGATCTAGTCGTGCCCATGTCGCTCTATGTGTGA 
CTGTGTATGCGATGTCTATGCTGCGTCGTCTGACGCATCATGAGCGTCTC 
TTGCGTGCGGCTGATCTNTATGCAGTAGCTATCGACTTNTNTACTGCGTG 
CAGATATATGTGTGATCGTCTATGAAGTAGCTGACGCTGAGANTACGATG 
GGTCGTGATGGCGTGATGCGTCGANACCTGATCAGAGTANGACTGGCGAG 
NACAGATCGCATGTGACGATNCTACGTATGTAGATTACGATGATGACGAT 
GTNCGACTACCTTNCGCGTGTCTCGTGCTGAGCTGTATATGTCGNCTGAC 
GACTCGTATCGTCGCGTGGATTNAGNATGCTGTCGGGAGTATGTGGTG 
>SARSl20.CB_F09_-_075.abl 2020 0 0 ABI 

ATGTGTTGTGTTATATAATNAATGGTANNGNATCTGGTAGTCACTCTATC 
ACACGTCAATCGTGTCTGCTCTCTATATGACTGCTGTACTGATCGTGACA 
CTTCTAGTCTCCGATGTGGTACGANCTGTNTCTCTGCTAGTATCCATCAT 
CGTCGTATANTNATATTATTCGCGTATGAGTAATATCGCGCAGCTACGAC 
GCGATGTATACTNTCTACCTNATCTGACGCATCACGTCACGCTCGCTACA 
CTACTTGACCTATCTTCTCTACTCTTCATCGTCTAGCTCTACCTCACCTA 
TCNTACAATATGATGTATGTCGTGGANGCTTACGCTACTCGCGCTGTCGT 
TGATGCGNTAGTACTGCTTCGCTACTCGGCGCATCTGTCTCTCAAGTGCC 
TCGTGATTAGTGCTGTNGNTGATAATATCTACACTCATTCAGATNTATCG 
TGCTCTGGATTATAGCTAGAACTGGTCGTCGCTNGATCTGACTCTANTNA 
GTGTCACNCACTNTATACTCCATATCTACTAATCTATCGTATACGACTCT 
GAANTGCTNGCGTNATCGTTCTNCNGATGATCTGTCATCTGCTANCTACT 
ACACTCTATAGACATNTGCGTAGTTCTCGTCTCATCTTTCGTTATGTCAT 
GCGNTNTNGTCANTACTACGTGCTGTGTCCTTTCCTCTACATCTCTTCTC 
TAGTTNTCNTNTAACTCTCTGTNTAGCGTCATATNATGCTTGATGTATTC 
TGAATGGTGTGATGTATTAGCATATAGATGATATAGGTTGAGTATGTCAT 
TCAGTACTATGTCTTTTGATATCTGTTGTTTGTGTCGCGTCGTTATACTA 
TGTGNATGCTATGGTCCGCTTGCACACTCGTCGCACGCTGCTCTNAGTAG 
GACAGCGACTGTAGGTCCTGCCGCGACNTTACGGAGCGTGCTGTCTGCCG 
ACTGCTACATGAACGATCGGCGATCGCACACGAATGCATCCTGCNACGAT 
GGCTACCATTATATATACTATGAGACTACCAAATTATCATATGATCACGT 
CGAAGAGCAGTGCCGATACGCGAGNTAATATACCACAGACATCCATTCCG 
GTAGCGACAACGCTATAGCTCATATATCATGTATATTGACCCTAGTCTCC 
ACATCTACAGCGATATGTTGAAGATGTGATCTNTATACCTATACGCACAG 
CAGTGTTCAGACGGTAGTTAACGATATAGATCGGAGCGGCAGCCCTGTTG 
TAACTAGCATGACCGTCTAAGATGCGACGTCTGCTAGTATTGAGTATGGC 
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GATACGTATCATGTATTGCTACTATNTGCCTACGACTCTTTGGATCGCAC 
TCTCCTGGTTGCCCCGACGGTAAACGTTGCGCGCTGCTGACGCAGCTGAT 
GATCGCGGCATGTATGTTATTGTATGCTGCTCTCCTCACCGCTATCCGCG 
TATTCTCAGCTGTACATTGAGGACATG NCG AGACTG NTCAGATC N CGTCA 
CTACCTCTACCTCGAGTTGATATGAGCTGAGGNTGGTGCACGCTGTCACT 
ATAATGACTATCGTATAATGCATGACGCATTAGATTCATATGATATATAC 
TACG CTCTGC NTATTGAG NGAGAGG AATATTAG AG NGTAAATAATCG AGT 
GCGCACCATCACATTCGCTCTCCGTGATGTAATTGCTACTATGTTTACTT 
CCTCATGGTGATTGCTATTGCGCTGAATCAGCTCATGCTAGTTACTCACA 
TNCATCATCAGACAATCACATAACACTATGATATGTACATTATCGTACGA 
ATTCTTATTTTGCCTANTGACAAGTCTTCTGTCAATCTTATATTCAGTGC 
GCGCGCTGTTGTCTCTGCAGNCTCTATCTATGTCGCAAGTACAAGTCACT 
ACTCTNAGANCGTGTGAACTCTCCTATGTATACATCGCATTATCTGCCTT 
CAGATGGATCATATGGTACTGATACGATCTCCATCTTACGATGTACTGAC 
GNGTCGATNCGTGCGCANTN 

>SARSl20.CB_FlO_-_079.abl 1935 0 0 ABI 

ACTATGATCGCATGTGACAACACCACAAGACACACAACCGACGCANACAC 

CAGACACACACATCGCACGACCCACGAAACACAACGACATAGACANACGA 

CACCACCGAACGACACNACATACGACCAATGACGAGCACACATAGACGAG 

ACACCGACGACGGNTATAGCACCGGATCGTACACGCACATCTGAGCGTGC 

TCAGCGACACGCGTGTGACGCGTGTGCTAGGTGGTGCTGGGCTGAGTCGA 

TCACAGTGCTCGAGTGAGCTGGCTCTCAGCGTGAGACGTGGTCACGATAC 

GATGCAATCTACTCGAGCTACATAACATCNACGCATACGATATTACGCTC 

ACACGACACGCACGGTGTTATAGTATCGATGCTCAGTAATGCTCGTGACT 

CTCGCCGCGACGCCGTGAGACGCTGCGACGAGGCGTCGACCGCCGGCGTC 

GAGATGAGAGATTGTGTGACTCGTCTGCTGTTTGTCGCATCGTTCGCTAC 

ACGTCTCACGTGTCCTCGTCGTGCTCCTCTGCGTCACTCGATCGTCGACT 

CTCTCGGCGGCTACTCGCGGTGTCTCGTACCGTCTATCTCTATACTTCAT 

ATCCATCTCGTACCTGTCTGTGAGGTGTGGTGCGGCTTGATGTTGTAGGC 

TCGTGACGTCGAGCGACCACGCGATCACATGGACGCTGTATGAGTGATGT 

GAATCGACGCAGGCACGNTGTGTATGACNGTGTCTGTGTATCAGTTCTGT 

GCGCGCTTCTGCACTCCTTCGCGTCTCTCTCTGCATATCATTGTGTCTAT 

CCATCTCGTGTACTGCTGCTTGCTCAGTGTACTGAATTCCTCATGGCCTA 

TCGTAGTCCGCGTCGGCTCGCGTCATGCTGACGACATAGAGTCTATCGAG 

CTGCTCGCTCTTCAGTC AGTGTACG NG CG ATG CGTG CG CTCTGCGTGTCG 

CGAAGNCGCTGCACACGCCGCNTACGGGTCGGACGGTGCCGAGGATCGAC 

AGTCGAGCTGTGCGTCAGTGTACGAGGAGAGCGATATATGCTTCTCATGG 

CGTAGTAGACGTCTCGCGCANCTGTCTTGATTGTGTGTGACGGGGTGAAT 

GTCGTG CG CTCGTG ATAGC AG AG CG CGTGG CGTTATG ATATG CTCGTACG 

TGTCGTGAGNCGTAGAGCGTGCTCNCACTACGCGTGCGCAACTGTGCGTC 

TACTCTATGTGTAGGAGCGGGCAGACGCGTCGCGGGACGGCAGATGCGTC 

GGGAGTGTCGACGCGGATAGAATCTTTCGCTGGGTACCGTATGCGCGCTG 

CCGCGAAGTGAGGGGCAGGATATTGAACGAAGAGATCAGCATACTCCGTG 

AGGAGACACTCAGAGGTGGCGGAGAGCACGGGACAATTGCTGGTGTAAAG 

ATGACACTGAGACGAGAGCGGAGCGGTACTGTACGCTGAGACGCGGACGA 

TGAGTGCATTGGCAACTGTGTACGACACATTATCTCTCGACTGTACTGGT 

CCGCTCTTCATACGATCGCAGGTCGATGGTCATATGCTGATTCTTTATGA 

GTAGNTTTGTATTTGATCACACTAACAGTGACTGTCCATTTATCTACGAT 

TCGGGCTGACACTGTTAATTAGCACAGTGACGACAGCGCTTCAGTAGATC 

AGCCGCAACCATCCGACGTGCGATACTCAATGCGATTGGCGTAGCGTGCG 

CGTG CACG ATTCGTAGCTCATACCTG N CCTACTC NTG CG CTCGGTGG ACA 

GCGTGGAGTAGATTATGTCCTATGTCCCTATCTACGAGTGCGCTCGNTTT 

GTATATACTATGTATATCGACAGTACACATAGTATGACTCGATGGAGCGA 

GACGGGGGAACGAGTATGGNACGTCTGGNCGANTCAGTGTGTATNACCGA 

CGCCGTGTAGNCTGATGTGCGAGTGGTCTGAGACG 

>SARSl20.CB_Fll_-_094.abl 1264 0 0 ABI 

CGATACAGAATATGACAATGCGTCCCCCACCCCTCCCACTATGCGCCCTC 

CCCGAGCCCATGCCCTACCAGCGCCCAGACCACCGCACGTCCGCCCCCCG 

CTCTAAGCCCCCCGCCNCCCCACGCCCCGCCCCGCCCTCGCGCCACCCAC 

GTCTCATTTCACCCCACCACCCAACCCCCAGTCACCCCACCCACACAAGC 

CCNTGCACACAGCTCAGCCAGACACCNCACCCAGAGCGAATATGTCACCC 

TACCTACTATCCAACAG CACCCG CG CCCAACCCG CCCGCCCACCTAG CG A 

CAATCCCGCCCAGCCCCTCCACAACGACCACCCCACCTCCCCCCCCCCCC 
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CACCCTTCCGACCAAATCTCCCCCCCCCCCCGCGTCCCGCCCCACCACTG 
CCCCCCCCCCCCGCCCCCACTACCCCACCCACACACGCCGAACCCACCCT 
GCCAAACTCGCCCCCCCTCCCCCCACCACTACAAGTCCCCCACGGCCCAC 
CCAGTCACCGACGCCCGCCCCGCATCCCTTCCCACACCGACGCNTCCACA 
CAAGCGCCCACACCCCTACCCCGCACTCCCACGTCTCCCGTCCCTCCACA 
AGCGTCNCCACACGCGNCGCGCCTGAAGCGNCCCGCCGCCGCACCAACCA 
GCCGCCCGCCACTAGCCNACCACCACATCCTCCCCCCCACCTCACTACGA 
CCCAGCTCACGACAGCANNAGCCTACACGCTCCACCACCACTGCGTACCT 
CTCCGTCCCCCACATCCGGGTGCCTGCGCAGCACCCTCGCTCATCGCCNC 
GTCTCAAAGAGCGCCCCCACCACCCGTCAGCTCCTCTCTCTCATCTTACC 
ATGCTAGCCTCCCTGCCCCACATTCCCCCCCGCACCCCTCTCCCAACCCC 
CCCCACCCTTCACCCCTCCCCTCCACACCACCACCAACACCCGCACGTCC 
TACTCTATCCCCCCGCCCCTCAGCCCCCACGCCCTCCCCCTACATCTCCA 
TCCCTCAATCCCGCCTCTCTACGCATTACCGACTTNTCTCGTCNCGCACC 
GAACGTCCGTCATCCAACCCCTCCCATCGATCCCTCAACGCCTGCCCAGT 
CCGCTTCAATNCTATCTCCCATAATGCATCCCTCCGCAAGCTCACCGCGC 
GTGCGCNCTACTTCATCTCTTCGCGTCTGTGAATTCTCTACCCACTTCTC 
TCTGTCGCGCAACTCNGATCACCANAAACCACACTACACGCTCTCTCGAG 
NTCCAACTATTTCr 

>SARSl20.CB_Fl2_-_103.abl 2140 0 0 ABI 

GCGGGAGAAGAAGAGNTGGTAGTTNTATNACTATATANTACTAATACTAA 

TAAGAGCAGCGCNTCCTGTNACACACTCACAGACACCACTCTATAACACC 

GAACACAACCNNCACAAANANCGACAGACACGACATACAACCCCNNNCCC 

NGCGCNACAACGAGCAGACATACAGACGGAGCAGGAGCACGNACTGAGAG 

CACGCACACATNAGCAAGTCTTGATCCTTGCACGACAGCACACACACNAG 

CCGAAGCGACACATCCAGAAACACGACTATTTTCGTTCGCGCGCGATNAG 

AGNCGAAGCGCGACACGCGACGAGAGACACACAGCGGTGACTACACAGCA 

CGACTGTCGTATTACGAGAGACAGGCGCGCACAGACTCGGAGACGTAATA 

TGTATAGCGACGCACGCACAGTGTGTGGACATCGACTAGCGCGTCACATA 

GGCNGTAGTTGCAATAGAGATAGGAGGAGTGCAGNAGAGATGCGACTAGC 

ACGCAGCTGAGCTACGCTTCACGCACTACGCGACGCGAGGCGCGCNACGC 

GACGAGAGTGTCGAGACGTGGATGCACGCGTGTGTGCTGCTCGCGCTCTG 

GCGTGCGCTGACGAGTGTCTCTCGAAGTAGCGCTGAGGTGCGCGCTGCTG 

ATGTGAGAGATGGTGCGATATGAATGATCGTGTNACGATTGCTGCTGAGC 

AGATGAGCGACATACATCAGAGAGCGCGACGAACGTGAATCGACACACGA 

AGCGGAGCGAACGAGATGCGATAGGAGTGTAGCGACGAACGCTAGGACGA 

TGTG ACAG ACTG CCTGATATG CAG ACG CTGTC AGTATC AATG AC AN CG AG 

CATATCAGTGTATAGTCGTACTGANATACGCGACGACACAGTCACAGCNA 

CAATAGACAACATTATAATGAGACNGTAGTGTATGAGTNAGGTGACCTGC 

ACACAGTATAGGAAGATAGTGCGCTGCACGCACATGTAGATACAGTATCA 

CGAGCACAGGATCAGTGATTTAGATTNCGAGGAACGCACTCAATAGAAAA 

GCGAAAATGCACGAGCAACTACATCGCGTCAGCAGCGATGGAGCACGCAC 

GTGTCAGCGNAGAGACAGCGACAANGACAACAAGTGGATCGAGTGGGCGT 

ACTCCTGTCGTCGTTCGTGATGATGGCGCAAACGTGCATTGACGAAGATC 

TATACTGAACAACTATCGGAGCGTTGCACACACGACACGAACGAGCGCAC 

GCGATANTGAATCTACACATGAGCGACGCGAAACAGAANGACGCAGTGTC 

AGCCGACAGAAGTGATACACNCTAGAAACAACACACNACGACATGGACGA 

TATAGTACAGCNCGTAGACGACAGACTAGTACGAACGAGACGCACNGCCG 

ATAGTAACATAAAAGTGCACTGATAACGAGACTCTAAGAGAAACATATCC 

ATATAGTAGCACTCGCGCNATAGACGCCGGAGCTGACACACAACCTAGNT 

ATGACTTGATAAACAGGATAGTCAAACACTCACTGGTCGAGACCTAAATA 

TGATAATCTGATTATAGATCACAGCGCTAGCAAATATCTCATNACATGAG 

CACATGAATGCAGCTCGATCGAATCAGAGCGCGCGAGCCAATACTGTATA 

NGAGCGAATGAGNTGCGGAAACTACCGNCATGATCGTCAACACAGAGCCC 

NTATACACG N CACAG GANG CAGAGCATAGTG AGTANTC ACG ATG AATGG C 

AGTGACTGCACGTGACAGACAGAAGAGAGACTGATCTGCGAGAGATGGGA 

ACTGGACNACATGCAGGAGACGACAGCATNATAGAGTGTGAAGTCAATAT 

CAGCGGCTGATATCACGTGTGCAGTGTAGCACAGTCGGATGCGCGTGCCA 

TGCGNTCAATATAACTGATACAAGAACAGGCTATGATACGAGAGACGATT 

CAAGATATATGCTCGATATACTAGATACTATAGAGAGCGCTGACAATGTA 

ATCACGTN ATCACG CACTG AATG CACG CG CTGTCTACATAGTGAG AG ATT 

CACATACCACGCCTGACGAACTGCTCATACACAGTCACAGCCACCGTAAG 

TGCGCTGCTCTATGCTAGTTAGTCTCTCAGAACTGCGCGN 
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>SARSl20.CB_G01_-_004.abl 789 47 181 ABI 
GATTTAGCCACTCCGCTCTTGTTTCTCTCNCTAACTAAAGACGGATATGA 
TTCCCATCAATGAGCCCTATGGAGATGGTAAGGTGTGCCGGGCTCTTCAG 
GACCCTGGAGATCCTGGGCGGCTGTGTGGGTGTGTGTGAGGGGACAATAT 
TATGTCTCCGGGGCCAGAGGACCAGTGGCAACTGCTGTGTGGCATCCACA 
TGTACCCCAGTGTCATAGCTGTTTCCTGAAN NNNNNNNNNNNNNNNNNNN 
CNNCNNNNGCCTNCCCGCCCCGCCACCGCGCTTTCTTCTCACCTGACCCA 
CGGCGCGCCATGAACATATCTTTTTTTTTCCGCCGCCGCCCGCGGCCAGG 
CTGCGATGCGCACCTCCCCCTCCTGATCGACCGGGCACTTCCTGCCCCGC 
CACCCTCCAACCACCATACCATCAACACACGCAAACTCAACCACAAGCGA 
CCGTGCAAGCTACGCGCCGCGGCCGACGCACCCCGGGCCCGCACAGGCCG 
TCGGGTCTGCAACCGCGCCTCGCTTGTTTCTCGTGCGCGCGGCGCTGTAC 
TGGCAGGATGTCCCACCCCCATAGCCGATCCCCGCTCGCATGTGTACAAT 
CAATACCTCCCGCACGGACAGTGGCGGTGGAGGGTTGAGCGGCGCGCGCC 
ACCAAGGCGCATTAGAACCCCGCCAGTTCTGACAACCTCGTTACGCGTCG 
CATCGCGTGCCCCCATACCGGGGCGCTCTATCGCTACACCTGCTCGCCCA 
CACGCGCCCCCAGCTGGTAATATCCCTGAACAGTCCTCC 
>SARSl20.CB_G03_-_020.abl 867 20 243 ABI 
CGGGGACTGTGGATGCCACCAGCAGTTGCCACTGTTCCTCTGGCCCCGGA 
GACATAATATTGTCCCCTCACACACACCCACACAGCCGCCCAGGATCTCC 
AGGGTCCTGAAGAGCCCGGCACACACTTACCATCTCCATAGGGCTCATTG 
ATGGGAATCATGCTCTGGGCCTGAAAAAGGAGAGAGAAACATGGAGGGGA 
GGTTTGAAAATGCAGGCTCCGAGCTGGATCTCAGCTGGTGGGCAGACTGG 
CCGTCGTTTTACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNN 

>SARSl20.CB_G04_-_024.abl 915 34 171 ABI 

ATCGTCATTCGGTGCCTGTGTTGTAGAAGTGCACATACTTGTCAGCTATC 

TTATTACCATCAGTTGAAAGAAGTGCATTTACATTGGCTGTAACAGCTTG 

ACAAATGTTAAAGACACTATTAGCATAAGCAGTTGTAGCATCACCGGATG 

ATGTTCCACCTGGTTTAACATATAGTGAGCCGCCACACATGACCATCTCA 

CTTAATAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNTNTNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNCNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNCNNN 

>SARSl20.CB_G07_-_052 .abl 1657 0 0 ABI 

GAGAGTATGAGTTTATGNATGATATGATAATACTTACTATATANATAGTA 

CACACCAAAACTAGAAGCTACNCTCACTNCTAACCAGCACCATATGANAN 

ACTANCATACACCTACACACACGACAGCAGAGAGNGGACGTAGCTGTCTC 

GTATGCTGTGTAGTGTGTGTATGTGTCGTCGGTGCTCGATTCGTGTGCAT 

CTNTGATCGCTTGGTCGTGCTGCGACACTTGCGTGGCGTGCTGTTGCGGC 

GATTTGTGGTAAGGNGAGTAGTACATCTATGATGTATGACTCATGTTGAA 
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TTAACGAGAGACTTGATATACTGCATGCGATAGATACTCGAATTCGCACG 
TCAGATAACAGACATCGAGAGTAGATCGAAGTGATAAAGAAGAACTAATA 
CTACGAACATATAAG CGTACG ACATAN CTG CGTGTAG ATCG C ACTG C AG A 
AACGCACGTCGCTGATGTGAGGTGTGTGTAATAGTTAGATCATGTCGCTA 
GCTCTAGAGTTGTGTATTCTATGTGCTTTGTGAGCATGCGACTGTTGTGT 
GTTGTTTAGAGTATCTATAAGTGATGAATGTGTATGTATGTAGATGAGAT 
GTATAGCGACGTGGAGACTACTATAACTGGTCTATTGGATGAGATTTCTA 
ATGTAATAATATAGAACACATATATTATCACTTCTCTGTTCAATGATATT 
GTGTGTACATATAATAACATAGTGATCTCATTCTCTGTGTCTTATAAATA 
GTACTGCTATCAATACAGCTACTATGTGTGTGTTGTTAGCGAGTCGCAAG 
CACTTAATCTACGTATGAGAGACATGCGTAAGTGGGTGCGATCNGTAATC 
ATACATACAATGTATAGTTTATG CTAGTAG NTG AG ATATACACG C AAGAC 
TATGAAATGCTAGGCAGGCGATAGTATCGATGTCGAATGACTTGATATCG 
ACGATACTCAGATCAGTTAGTGAGAGTCGCTGGCGGACTGGTCGTGAAGA 
GTGACGTGACTTACGCNGATGTATGTGAGAATAAGATGTCGCGCATATAC 
GTGAGTATCTGCCTCTCATCTCGCTACGNCGAGGCGAGTGAGTGATTGTC 
TATATCGTGCACAGCACGTGGCANTCACTACTTGCGTATATTATCTATCA 
TNANACTGTCGCTGATGTATTCTTCCTGTCGTACGTGATGAACGATCTCG 
TACTAGTGTACTTATGTCACGAGCTTAGATGACATATATNGAATGCAGCA 
TAGCGACCGTCGTCATCTACTACACGATGCCATCTGAGTGTATTTATATG 
ATATGCTATACGTGNGATATAGACAGCATACAATNGTATGTAATATGGTC 
ATACGAATACTGTGTCATCGCGGACTCAACATAGTTGATATTATGTGAGT 
GAGTNCGTAGTAACGTGACAGAACATATCAAGACATAAGTGCTACTATAC 
ATGAGACCTGTGTATGATGAGATCACATATCATATAGAGCTATATCTCTG 
AATATGGACGCGTATGTCATGACATGGCATCGATGTGTGATAGTCAATGN 
TCTTCTACTG CTACTATG N CATTACTTACTCTATACACATCGTCTATACG 
ATCTACTGNTATGTATGTNANTCTATCAATACGTATAAATACTTGTACGT 
TGACATG 

>SARSl20.CB_G08_-_056.abl 2045 0 0 ABI 

CTCTGGTGGACTAGTGTGGTCGGAGATGGAACTGCTCTGTGTAGGGACTG 

TTGTATGCTGCAATATGGCGGCATATGTCATTTCGCTAGATGCGTGTACT 

GTGAAGGGTCGCACTTGAGAGTGAGTGCTTGATCAGCTTATCACGAGACA 

GAGTGCGTGCTGTATATATAATTGTTGATTTAACCGATGTATGTAGTATA 

CATATATCTATATAACATGCTGACGGGGAGTGTCGAAGATGAAGGCTATT 

ACAAGCAGCAGTTAGCTTACGTGGCGCTCGTCTGCCTGTGCATGTGGCGG 

GTGTTGTGTGAGGATAGGATGTACGCGGCCGTGTAGATGGTGTACTGTTG 

GTTAGAGTAGCGCATGTCCATCACATGGCTCGTCGCTGATCACCAGAGCG 

ATGTAGTCCTNTACGCTTAGTGTGAGTATGAGAGATTTATCGAATAGACA 

TAAATTATAAATATTTCAGCATACCATCTTACTATGTTGTTTCGCGCACT 

TCTACGCTGTTNCGGTGTTGAGATCTCTCGAGACGTGCTCTGATGCGTGC 

GTCCACGCGGAATCGTAAGTTGTTGTGAAGTTATGATGCAATCTGTATTC 

TATGTGTGAATTCACTGCTGATGTCGATTTGCTCATGGTGTTGTGAGTAG 

TAGTGCGTAGTATGTCGCTATTAGACTATAGTGCGTGGTGCGAAGTGCAG 

TGCGCTGTGCGATGACATATCGTTATAGTGCGTCGTACTGACTTAGTCAT 

ACCTGTCTATTACTCNTTCTGCGTGNGTATGGCTAGAGTATAGCTGTGGC 

TAGTGTCTTAGCGATGGAGTATCATGGACGTGTGATAGATGACGTAGCAT 

ACTACGCGTATACTATACGTCTGTATCGACTGGGCTCTGCCTAGTGTATA 

TCTGCGTCAGTATGCGAATTCACGCATCTCCTTGTCTATTCTGGTCTCGC 

GTCATACGTGCACTATNCAGACGTGACANTTCTTACTGTGTACAGCAGCG 

GTTCGGGTGCATTTATGACTTAGTGTGTCTTGTGAGCGTCGATCTAGTGC 

TCGACGCTCTGCTCGAGCGCGTCTGTTATGATGTAACCAATCGTTCTACT 

TATATTACGATACTCACTCTAAATCTGTCTTACGTCTTTACGATGATNCT 

GTATATCACGACAGTCACAGACGCGAGTCTATGTGTATACTTGGAGAGCG 

TTCCATCCGCATCTGTCGCGTGNAGTACGCTGNTAGCTATGCTCGATACG 

GATGCTCTCATCTACTGACGCTCGCGTTCTGCTCGANGCTGCTAATGATA 

TACACGNCGTACGACGTCTNATACGATACTGATCCTTCGCTTACTNCGAC 

AACGTACGTCGNCTGTCTACTACTATCATCCATGACTCGATGACNGACGT 

TAGTCTGGTG CG AG CACTG CTAG ACGAGCG CG ATCG CACTAC CATCTCAG 

CTATATGTCTCACTTACTATCAGTATACATCG NG CAG ATACC ATG CG ACG 

CATGCGTGAGTGTGCTAGTGCATAAGACGTTATGTATCTAATGATATATT 

GTGTACTGNACTACATTCTGCACTCCTCNATCCGTCACACCTATCGCTAC 

GTATGCATTNCTNTCTCCNCGNTCAATGAGATGATCGACGTCGTTGCGAG 

NCTGATATGCAGTATCTCAAGCGNATGTNCCTNCTACTACTCATCTNCAC 
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GAGATCNCTATCATAGTAGNATCTATACACGTCCATGTNACTAACATACT 
GTAGCCANCTACACANTCACTCAATCTACTGTGCAGAGACTGAGTCGAAG 
TGTGATCTATTAANACGACATATATACTNAGGAATCATAGTGNCGTCGGA 
CCGAGTATCTGCGATACTGTCTCAACTGTCAACGANACAAGGATGATCGA 
TAGTGTCGTCATCAGCATCANCGCAGCAGATNTGCANCGNCTGTGAGTGC 
ATGCAGTGATCNGAGTANTNCATGNGCTGGTGTTCNGTCNTNCGACTGAC 
TTATATCGGATATACGGTCATCTACGGAGTGANGGCANCATGCGN 
>SARSl20.CB_G09_-_068.abl 2077 0 0 ABI 

TGTAGTATGAATTTGATTTNTNTGTAGACTTTAGTATTATACATNANTGT 
GTAGAGGAGACACTACGAGGTGCAGCGAGACTACTGTCGACTCACACATA 
TGTACN CG AATN CGTAATAGTATTG CTAG C ATACTACTCG CGTTG ATATA 
CATACTATAATATTGATATAGTGTNTATCTCCTATCTTCTCACTGNCTGA 
CTAGTATCTCTCAACTN CG ACAACTCTG ACTATC AG CG CTCTGCTAG CAA 
TACACATTATACCTATACACTGACTCTATACTAAGATGAAGAGANATGAG 
ACCAGAGACGAGACTGNCGGCNGCGCATGGCGCGGAGCAGCGGCGCGGCT 
ACGACGTCGTCGGTGTGCAGCTGCGCTTGCTATGACTGCGTGTTCTGTCG 
TGTGGCGATCGTGTGAGATGCGATGATGAGGCTGTATACAAGTGGCTCGA 
CCGTACGCTGCGNACGGACACACGTACAGCCGGCGTATCACTGTCATTAT 
GATATATTATTCACATCTGATTCACAGTAGTGTCACGCAGCGTGTGCGCT 
GTTGTCGTGGTGTTGGCGCTATGTGGATGGTGTGNCGGTGTGTAGGTGCT 
CGCGGTGCGTTNGTGGCTCGNGGCGGCCGTCAGCGTCCTTCGCCGTCCAC 
TCTGTGTGTCGTTCGCCTACTGNCGACGTAGTCCGANGATAGTCAATGCT 
CGCGACGCCGCAGACTAAGTCGGAGCGCTGGGTGAGATGGTGTGCGCGTG 
ATGGTACTAACGTAATGTACTCGAGTGCGAGACGACGAGTGNAGATGAGC 
CATAGAGACGGCGACGTGCATAGCGATGGAGCGCGATGACGTGCGAGTTG 
TTCG CG CGTG CG CG CTGGCGTG ATCCTATGTG CTAGTCTG CG GTATTGAC 
GTGTNACAGCATACGGCAGTACTCGAACCCATCTGCTGGGCTGGTCGCTG 
ACGTGCGGACGGGTCGCTGAGCGCAGGTCGCTCGCATATGCACAAAAGAA 
TTAGACTANATCACTAGACGTCGTGTTACTATCCGATGGATCGACGCGTG 
GACGTCGACGTGTGCATAGAGGACGTCTCAGCGTCGTACACGGACATGTG 
TGTGTGCTGAGAGACACTGACNGATACGTGACGTCGCTTGCTGATCAGAT 
CGGCTAANGATTGCATGATNTNCGTCAGACTCATACGTAGTCAGATGAGC 
TGTGCGCGTCGCGTTCGCCGAGCGCCTGCGTANTCGTCATCGTGANATCG 
ATCCAGNGCATCAGACGTCGACTNACATGATCGGTCACTCGTCGACGACG 
TGTCGTACGTCGTGCAGCTGCACTCAGCGTNGCGACTGACAAGAACTGAG 
CTGACG CG CATG NCG ACGTTG CAGTCTCGTCACACGTG CG ATTG CAG CGT 
CACGGTGTTGGATCTACGCTGGCTGTCCAGCTCGTACGCCTGCTCGACAG 
TGCGCACCGCATGCCGCTGATGTCGCAGAGTGNCTGCCTAGGACANTGCG 
AATAGACGATGTAGGTATCAGACGTAACNACTGANTCTCATCATCATCAG 
GCACATGTANGATGCGAGCATGCGCGTACATGTCATACGATCTGCTAGTG 
AGGTCACGATCGCGTACGCATTGTACCTGACCTGAGTGACGGATCACGCG 
GAAGCTGATGTGCGATCGCGGNCGATGTAGCTGTACGACGCGCACGTCGA 
ACGTGTAGAGAGAGAGTGAACCGCGATCGCTGACGCGACGAGGAGATGNA 
CGGTACTTACTTGATAGTGATGCCNTCGACGATGCGCAGTGACGNCTGGC 
GGTTGNCGCGTGTGTGCGTACATGGCTGTNCTGATCGTACGACTCGTNGT 
GATGNCAGACATATGATCGATAGCGGACTGTCGACTAGGTGCTCGTCGTG 
CTAGCTCTCCTTGTGCGCTGCTGTACAGCGTGTGCACTCGTATGAGTANC 
TACACTTNACGCACTATGTCTGTCGTACGTNTTAGCGTGCGNTATAGGAC 
GTNACGCGCGNGAGCAATCCGTGACTCNCGACGACAGAGAGCGACGGCAG 
AGATGCAGAGGNGACGACTGANTGCAN 

>SARSl20.CB_GlO_-_072 .abl 1387 0 0 ABI 

ATATGATGTAGTTGTGAGCTGGATGTCACGTACTTGCTTTCGTGAACTTC 

TATCTCGCTATGCTCACGGATCGTACGATTAATGATATATATTGTATTAC 

ATAGTCATATTTGATTATTTTTATGATGTTCGCTGTACTATTATAACTCT 

ATATTGTGATATGTCTAATCTATCATCTATAATATTCAGTAAATTTCCTA 

CCTTGCTCTTCGTACTCTCTTACTCCTCTATTGTATCTCGCCATCCTTGT 

GGCTACCCTTCTGTGTGGTATTTGATATGTTCCTACATTCTGTCTCGTCC 

CCCGCGCAGCGCTCTCATACAGCCACGCACCCGATCTGTCCACTAAGAAC 

ATTAGTGGACAAATTGAACGGACATAATATAGAAGTCACGTTCGTGCTCA 

GGTCTTGCTGTATTGATGTGTTGGTTTGGTTGTACTGGTAGGAGATGACG 

ATAGCTGCGCCGTCTATTGTGAGCTGCAACTCGTAAATACTAAACAGACA 

TCTTACATTAATATGTCGCGGCATACTCGACCGCGGCACATGATAGAGCC 

ACATACGGTCGCCAACAGTGGAGGTTATATGCTATGTGTCTCTGTTTACG 
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AACTGTTTGCTGGCGCCTACAGCATTCTATCGAGACAGCAGATCGCTCGA 
CGACGCACATAGCCGCACACGCNATATGTCAGTGTTGCTGTTCTGAATCG 
TCTAGTCGATACTGATGATGGACGCTATACTGATACGCACTCTGTCGCGC 
TATGGCGTATCGAGACATGCTGCGGTCGTCGACCATCGCGTGTGGCGTGC 
AATTATTG CTGTGCCAG CCTAATGTCCTGTCGTCGTGT NTAGTG C CATAT 
CCCGTCGTATCTGTGCTACAGAGATATTACTTCGTCTCTGTGTGATGTGG 
TCATCTACTCCGATCTGATATGAGATGAAGTTGACTAGTGTGTCAGTCAC 
TCTGTATCATCCTGTCGAGCTTACGCAGACTTATACATCCTACTCGTATG 
ACATACTGTAATTTCAGTCTACNATCTGTAATGCGTATCCGATATCACTA 
TATACGCTGCGTATCGTATCGTTCAAGCTACTCATAGTACTTGTCTGTGA 
ATCGTATAGCGTGCCGGATATATATGTCTTGTCGTATAGTCAGATGNGAG 
ATGTAATG G C AGTCTTG GTATG ACTGTTG C AATT ATG N C ATACT AAT N CT 
AACGCGCTAGCATATTACACGATATATANGATGTGCCTGCTTGCGAACGT 
GTCCGNATTATACGTTATGTAGCGTCGTATGACTCTATNTTAATATGTCT 
CTTACCTCATTGTCTATCTAATCTCTGCTTCATGTATTACGATATCGTGC 
GTCGTACATCNTCGATCGTGTNGTCGCTCGCGATGTN 
>SARSl20.CB_GlL-_088.abl 2009 0 0 ABI 

TGATGTAATAAANGNANTATATATNAGAGANGACAATAAACGANANGTCN 
AGNCGTCGCTGCTAAGNCGCACGCGACTACACAGCACAAGCCGACCAGCG 
TGTCGATACATCGTAGAAAGATAGCACACAGTCGACAGAGATGNGTGNGA 
AGACACCAGACGTACTGATCGATGAGATCANACATAACAGANCTACTCGA 
TCGTATGCGTAGTGAGGCTGTGTCTATTTAATTGTTACTGCGATGCTGAG 
GNGCCTAGAAGGCGCGTCAGTGGTACTGGACGGACTGACTTGAGGCTATG 
TGATGTGCGTCGTGGTATGTCACGTCCTGTCTATATCATTGCACATAGAC 
ACTACTTACACC AATCAAN CACTCG CTCG CTACTCTATCTCTTCTATCNT 
TGATGCGCACCTGATGATCGTATGAGATGTCGACGTGAGGGTGAGCGACG 
AGATGCGTCTGAGATGTCAGGGTTAAGCAGCGTGTAGACTGCGCTCGACG 
TCGTAGCGGTGAGATACAAGGACGCAGATCGATCGCATCTGCTGCGNCGC 
GCTATTCGTGCTGAGCTCGGTTACCTGTGTGTGTTCACATCGCTGCGTTG 
CNCTGAACGCCGTCGATTGTTGTCTCGTCGCGTCACTTTGGCTGTCGAGC 
TTTCGTCCGTCGCCATCCGTACGCCTCATGCTTCCTCTATATTAACTATA 
TCATATAATCGCGTATTATTCTGAGTAGATAGTAATATCAATATATTCAT 
GTGTGATAGCGACATATTCTTATGGTCTCTCTGATGGAGTATAATACAAC 
ATAATATATC ACTTATTAG CATACTCTACTATACTCTACAG CTAG CTCGT 
CTACTTATCTATG AGTCTCTCGTCG CACTTG N CTACG ATATCG ACTG CTG 
ATATGAATCGCGGTGTGACACATAATTCGAGATGATCATTCATACACTAT 
ACCGCAGCTACGTGATGTCAACTGTGGTGTTCTGTCTCTAGCTACTCTCT 
GTACTGANCAGGAGCTACTGTGTTACTCTCTCTAGCTGAACTGTCTGACG 
AGTGCTGTGAGAGAGTGTTACTACGAGACTCGTTGATATACTGGTATNGT 
GATTATTCGAGTCACGATGATATGTGTATGACTCGATGATGTACTACGAT 
CGCATGTGACGACGCTCACGAATCACGATGTGTTGACGCAGGATCATAGT 
ACTACATCGTATGTCTAGTCTTTAGAGATATTGAGCTGTGATTGTACTTG 
TTCATTATGTATAGTTATCGTCGCGCATGACACATTCAGTGTTGTGTGTA 
TGTACACTAGCTATGGTATTCAGCGCGATAGTCTATGTGTAGCGTGCTCT 
ATCTGCTCATAGTATGCTATTCGTTAGCGTACTCTCTTCTAATGTCTATT 
CTAGTGTTTGTCATTGTCGCGTCCTCGCAAGGCATTCGTGCCGCTCTGTG 
TCAGTGCGTAGACTATTGTCAATGATGCATCATACTATGCAACTACGCAG 
CTGTTAGTCCACTTGTGTGTGTGTGTACGACGTGCTATCGTTCGTCACTT 
GTNTACATTCAACGTTGTGACGTATGTATTATTAGATGATGTACGGACTG 
TTATATCCGTGAGCTAGACATAAGTCTCAGACGAATATATTCGTTTCGCT 
GCCTACACGCTGATCTGTTAACTATGTTATATTATGCGATTGTGCGTGTC 
ACTCTGTGTGATGCGCTGTATTACGAGATCTGTACATATTCGTTCTTCTG 
TCATTCGTTTATCACTCATCATGGATATTTCTACTATGTTAGACTTATTG 
ATTAGTATGCGTTATGTNTGCTGCGAAGTGTTTTTCTCTTATCTAGTACT 
CGCTCGTAGTTGTGTCGATTATCTGANTACATGCGTCCATTCTGCGCGCT 
TCTCTATGATTCGACGCTTCTATTATTGAAGCGACGTTAGACAGCGTTAC 
TCGATATG CTTGTN CTTCTATGTATCG AC ATC ACTCTACG CTGAG CTCTA 
TGGCTACGN 

>SARSl20.CB_Gl2_-_100.abl 1720 0 0 ABI 

GTAGATGAGAAGTAACATTGGTANGTGTGCGTGTACTGTCTTCGTCTAGT 

ATGTGCCTACCACCGAGCGCTTCGCGTGACGCTCTCTTCGTATCTCCTCT 

CCTGCTCACTGCTGGTCTGCTTGTCTGTACTCTACACGACAGACTCTCGA 

CCTCGCCTCCGGCGACGTATACTTCTGCACCCTCTCGCCCTCTGCCGCTG 

Page 45 



APPENDIXA(4 0F4) 



SARSl20.CB.txt 
TCTCACGCCGCGACCCGGANGCGATTACGTCTGATATAGATAACGAGCGC 
GCCGCACTCTGCCGTCGTACGATCGTTGTGTGGTCTCCGTGCGCCGTCGC 
CGGG CG ACTCTCCG CGG CG CGTACG ACACG CTCG CACTTACAG AC CG CAC 
CACAAATAAACTATAGATAATAGATGTCGATTCATAAGTGCAGTGTAGAC 
ACAGACAACGAGACACCACAGACGACGACTACTCTCTNACGCTCGCGCAG 
TCGTCGTAGTCACAGGTCTTACTGCGTCGTGTCGNGTGTGATTCTCTAGT 
GCACGTTGACGACTATGATAGCTGTTTATGTGTTCGGTCTATCTTNTATA 
TTTCGTCAACTACAATGGTACTGACGCGACTGCGTCGACTCGTGCGTATA 
ATTATNATGCACTCTCACATNTCTGCTGGTCGCGCTCGTCTCACGCGTCA 
TCAAATACTTCTCGTAACGCGTCCGTCTTATGCTTATGTAGATCGTCACA 
CGCGCCGCACACTTCGAATAATGCACCATGTACAACTCATCGTTCTGCTT 
CACACAGGCTCTCACGCTCATGATACTGTATGTCGTCCTTCTACCACCTC 
GCCTGGTCATTCTCTGAGTATATATAATATCTCNCCTACTCTGCATGCAG 
ACAGTGCTAGCACACCTCGATTTCAACTTCGTGCCGCAAGCCTCGCGCAT 
CGATTATTTGTATTCGGCTCGAGTTGGCTCCTGCTCGTGCTACCGAACTG 
AAGACGCTGACTCTCTCTCGCCTGACTCATTATCATGACTCACTGTACTG 
ACAGTGTCATAGACGACGATAGCACAGCGCATCCTAATTCTATCCATTGT 
CAACTACATTTTAACCACCACCCGCACTAAACGTAATCGTATATATCTCA 
TTCTCTGATATACATAAGCTCTCGCATACGCACGCTATACTCNTGCTGTG 
CGCGTGACTCTCGCGCCTACTGTCATTACCATTCNCTACCTTCTTCAGTC 
CCTCGTATAGTCTCGATTTCTACANCTTGCAGCCTGCATAACTCTCAACC 
TGGCTGTCGCTCTTGCCACTGTATCGCTCTCCTCTAGACTCAACTCACTC 
ATAGACTGCATATTACCGCACTACAGTAGATCTGCCACCGCTACTACTGT 
CGTCCTATCATAATACAATACACAATTGTTACTGACCACAGATCCGTCAC 
GAACATNTAGTTTAGTACTATGCTGATGCACGCTGTCTGCATACCTTCGC 
CTATGCCNTCTGCACCGCACCCAGCNTCTACGCCACAATCACGCGAAGTC 
AACCTGTGCGACGTACGCTACGTCATGGTGACTACTACCAGTCTGTATAT 
CATCTTTAGAGCATGTGACAGTCACATCTACCGCACTCTATCCTGCTCAG 
TTTTTCGCTNTTGATACTACTCATGTAGTCATCTCACACGACACTGACAC 
GTGCACTGGCGTACATCATGCTATCTTCGCCCTCGACGCTCTACACGGCT 
AT ACTG CTAC AC ACTAC NTG 

>SARS120.CB_H01_-_012 .abl 855 0 0 ABI 

NNCCCGGGGGGGGNNNNNNNNNNNGGGNGGGGNNGGGGAGAGNGAAAGGT 

TGGGGGAAAAGGGGNNNCNGGTAAAAGAGAGTTNNNNNNNGGGAGCNAGC 

CGCATGAAGNNCNNNNNNNNNNNNNNNNNNNNNNNGGTAAACAAGAGAAA 

ATTGGNNNNNNNNNNNNNNNNNNNNNNNNGNGNNNNNNNNNNNNNNNNNN 

NGNGNNNNNNNNNNNNNNNNNNGGGGGGGGGGGGGGGGGGGGGGGGGGGG 

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGNGGGG 

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGTTTTTTTGGGTGCCCGC 

CCGGCGGGGGGGGGGGGGTGGGGGGGGGGGGGGGGGGGGGGCGGGGGGGG 

GGGGNNGGGGGGGGGGGGGGGGGGCCCCNCCCGCGGGGGCGGGGGGGGGG 

GGGGGGGGGGGGGGGGGGCGGGGGGGGGGCGGGGGGGGGGGGGGGCGGGG 

GGGGGGGGGGGGGGGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 

GGGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 

GGGGGGGGGGGGGGGGGGGGGGCGGGGGGGGGGGGGGGGGGGGGGGGGGG 

GGGGGGGTCGGAGGGGGGGGGCGGGGGGGGGGGGGGGGGGGGGGGGGGGG 

GCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGAAGGGGGGCGGGGGGGGGG 

GGGGGGGGGGGGGGGGCGGGGGGGGGGGGGGGGGGGGGGGGGGGTGGCGG 

GCGGGGAGGGGGGGGGGCGGGGGCGGGGCGGGGGTACAAAAAAAAAAAAA 

AAAAA 

>SARSl20.CB_H02_-_016.abl 1295 0 0 ABI 

TTGGAGGTGGGGGTATCTCCTCTATCACAATGAACCAAAAACAACTAATA 

GCAAATCAAACACCATCTACACAAACAGACGTACAATGAGCAACAAACAC 

GAGCACACAGGAGAGGAATTTCTCAAAAAACAGCGCATCGAGATAGAGGT 

GGTATTTTTTCCCCANATAGAGGATAGTGTGATGAGCAGGGGAGGGAGGC 

GGATCGAGGGGTGAGGGGGGAGGAGAAATTTTGGGCACTCCAGAAGCGGA 

GAGCGATATGGTGAGGACGAGAGCGTAGAGGAGAGAAACACGCAGAGGAA 

GTGACGGAAAAGAGGGACAGCGAAAAGACGTGCGGAGGCGCAGGAGGAAA 

GCGGGAGGGACCACCGCCGAGACGGACTAGACTAACTATGCAGAACAAAA 

AACGAAGAGAAACAGAGAAACTATCAGACAGGAGAAAGGAGCGGGGAAAG 

GGGAAAGTAACAAAAACACGAATCGAAGAAAGAAGGAGAGGACGGAGCCC 

GCGAGGCTGAACGAGGCCAGGAGCTAGTAGACGAGGAGAGGACGGGCCGG 

CGAACAGAGGCGCCGCACGGGTGCGCCTCATGGACTCGAGACGATACGAC 
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AGAGACGACGTATGGCGGCGCGGAGCCGGAGACGATGGGCGCAGGATCAT 
TATACCCAGAAAGAGAACAAGCGAGGACTCTCGATCACGATGGAGACGGC 
GGAGCCAAGTGAAATAAGCACGCAGGATAAAATGAAAGCGGCGCGTAGGG 
AGCCGCGGAAGCAATAAGGAAGAGCGAAGGGAGGAGGGGAGCAGAGCAGA 
AGAAGATGGGCGGGGGCGCGAACGGGAGAGGCGGACGAAGCGTGAGAAGC 
GCGAGAACGCCGCAGACCGACTGACGCCAACAAGTCGGGCGCACCAGCGA 
ACGCACAGACGGCCGCGACGGAGTAGCACACACGAGCGATCGCAGAGAGG 
TCGGCGCACCCGGTGCGGAATCATCGGCACGCAGCAAGCGCGGAACGCGG 
CGAACTGCCAGCACGCATAAGACGATCATGCGCGCGTGGCAATGAGGTAG 
AAGTGAAGCGGACGGTAGGGCCCGCGACAATGAAGAAGAAGGCAGCGGGG 
AGTAGGGCGACGGTCGTGCAGAGAGGAGGAGACCGACAGATGCGGTATCG 
CGGCTCAGAGGCGGCACCAACTGGAGCGGCGTCGAGGGATCGTATAGTAG 
TGTAACGATAAGGCGAAGCACGCATGAGTGCGCAACGATGATANACGCAT 
AACGCGAAATGTCAGACGGCATGGCGTCTAGAGCGCGAGGACTGG 
>SARSl20.CB_H03_-_028.abl 1912 0 0 ABI 

GAGGGAGGGGAGAGGAGAGGAGAGAAGCGGAGAAAAAACATCTCTACCCG 
AGGGCCGCCCACGCCGCGCACCGCCGGGCGCCGGGCGTCGCGNTNAGCTG 
GCAGCGAGGGGCGACCCGGCGGGACACACCCCNCNCACAACACACACCCC 
GCGCGCCTCCCAGAGAGAGNAAGGAAGAGAAGNTAGCTTCCANAGAAGAA 
GGAAGGGGGGGGGAGGAGNNAAGGGAGNGAACGCCAACATTCTCCACCGC 
CAAGAACAGAGGAGAGGCAGCCGCAGCCCCACATCACGCAGGGCGACGCG 
TCCACACAACGAGNCAGCGAGCACACGGATCGATCGAGAACCAGCAGCAC 
CACCAGCGTCAGCGAGCAGCGAGAGGGCGCGTGGTGCGGAGACGGACGAC 
GGAGAGCACGACGAAGAGGAGAATGAACGACGCCACGACCTGCGCACGGA 
GAAAGAGAGACAGGGAGCGAGAGCGCGACACGGCGCCGGCGCCGACGAGC 
CGCACAGCAGCAGCCGGCGCCGAGTCACAGAAGCGGCGGAGCTGACGGGA 
GGCACCGCAGAACGAACGCAGAAGGGCAGCGCGCAGCAATCAGCAGCGAG 
CGACAGACCACGCNGACAGCAGCGAAGGAAACGCGTGACGAGAGATGAGC 
AACGACATACATCAGCACAATCCAGCGCGACGACCGAGTACACCACGCGC 
GATCGCGACGAGCGAGGCAGCGCGGACGAGGAGTGAGAGCGGCGAGACGA 
GCGGCCGGCGAGAGCCGAGCGANCGAGACAGAGAGGAAGCAAGCGACACA 
CAGAAGAGAGACACGAACGACGCCGGCACGACAGAGACGAGCGCAGGACG 
CAGGGGAGGACGCGCAGCGGAACGGCCCACAGCACAGGCGGAGGCCGCGC 
GGCGACGACGACACACCAAACCAAAGAGCAAGGCGCGGACGCAGCGCGCG 
CGGACCGCAGAACACGAGAGACACGTCGAACAGCGGAACGACAGACTGCG 
GGAATGAGAGGGAGGGAGACGCGGCGCGCGGAGGAGCGGCGCGGAGAGAC 
GAGCCGGCGACGGAGACGAGGGAGGAGCGAGCAGACGAAGGCACACACCA 
GCGCGCGCAGCGAGGCAGCGGCGGACAGAGGAGCGAGCGAGCACGCGCGA 
ACGAGACAGCGCCGACAGGGCAGCCGAAGGCGCAGCGAGACGGGCACGAG 
CGGACACAGCAGAAGCGAGAGACTGTCGAGAGCGCGCACCGGACGGCGAG 
CGACGGGGACAGAGCGANAGACACACGCGGCGACAGTGACACAAGACGCC 
ACACACCAGCGCGAACGAAGCGAGCGGAGCGGCAGACTCGATAGACAGCG 
GCACAGATAGGCACGCCAGCGCGCACACGACCAGAGAACGACGGACGCGC 
CGAGCGACAACGAGACGACGCGAGGGCACGCACACGAGGACGCGAGAGGA 
AGCGACGCGCCGCACAGCAGACGCAACGAGCCGCGCAGAGCAGCGACCAG 
AGACCGACGNCGACNCTCGCGGCACATCGNGCAGACGCACGACACGGCAC 
GGCGCGCGACAGCGCAGCGCGAGCCACGCGCGACAAGCACGAGCGCAGCT 
GTAGCACGCAGCGCCNAANGCGTCACGCAGTCCGACGATACACGAACNGA 
CGCGACGCGCGACAGCGCGGCGTCGTCGATGATACGAGCGGACTCGAGAG 
CGAGCGCGGACGGGACGAGCATGCAGCGCTGCGCGCANGGCGCACGCGGA 
GCATAGTNANCGACCAACGACGNGCAGCGACACAGAGACGCGAGTGAGAA 
ATNGGAGAGCAGGCCGCNGCAGAGCGAAGAGACAGGAGGAGGCAGCACCA 
GAGATCACGATGCTGAGAATCAGGCCGGAGCGGATCAGTGTGACGAGACA 
GGTAGATGCAGN 

>SARSl20.CB_H04_-_032.abl 847 12 197 ABI 

GACTCGTCATATCGGTGCCTGTGTTGTAGATTGTTCACATACTTGTCAGC 

TATCTTATTACCATCAGTTGAAAGAAGTGCATTTACATTGGCTGTAACAG 

CTTGACAAATGTTAAAGACACTATTAGCATAAGCAGTTGTAGCATCACCG 

GATGATGTTCCACCTGGTTTAACATATAGTGAGCCGCCACACATGACCAT 

CTCACTTAATAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
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NNNNNNNNNNNNNNNNNNNNNNNNNNNNNCNNNNNNCNNNNNNCNNNNNN 
NNNNNNCNNNNNNNNNNNNNNNNNNNNNCNNNNNNNCNNNNNNNNNNANN 
CNNNNNNNCNNCNNNCCCACCCCCCCCCCCCCCCCCCNNCCCCCCCCCCC 
CCCCCCCCCCCCCCCCNNCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC 
CCNCCCCCCCCCCCCCCCCACACACCCCCACCCAAACAANAACACCAACC 
CCCCACCAAAACACCACCACACCCCCACCCCCCCCCCCACCCCCCCCCAC 
ACCCAAAAACCAAACCCCCACCCCCACCACCCACCACAACACAACGCAAC 
AACACAANCACCACACCAACCACCACCACCACACAACACCCAGCACCCCN 
GCCGACCCCGCCACNCCACCGCCCCCAAAAGAGGACCCCGCCACCCG 
>SARSl20.CB_H05_-_044.abl 1856 0 0 ABI 

TCTCTGGGGCGTGGTGNGTTGTGNTGGGTCCTCCTTTCCGCCATGCCCTC 
GCCCTANTATATAGATTAGTAAATGATANATAATTGAGAGTAACTATACG 
TCACATAGAGGAAACGTGTGGGGGAGACGTACAGGGGCGCGGCAGAACGT 
GGATTCTACCGAGTAGGTGGGTTAGGTACAGCGGCAGAGAAGAGTAGTTA 
TATGGTACCGATAAGTAATACTGCTGTAGCACGAGAGAAATACTGTAGAA 
GGGTGTCACAACGGCGCAGGCAAGACGGACCrCTGCGACTCCTCTCCCGG 
CTCGCGCCGCTCGCGCACTGCGCGCGGTGTCGCAGGTCGTGGGTTGCATG 
TGGATATTGGAGTGCCGATGTAGGCGGACTGCGCCCTCCACTCTACTCTC 
ATCATCTCGCGTATCTAGTACATATTCTNTNAGATCACGAACTGATACAC 
ATCCACTGATGAGTTGAGTGGACGGCGTGCGTGATATGCACATATCACAC 
TATTCTCGNTCTGAATGATGTAATGTATTCGATGAGCATCGTTANGTATT 
GTGACAATTTTAAATACTGACGATTCTCGCGCTCTGCGTGCTGACGCCrT 
GTCGATGCTCGCGCCTGCCGCGTCTGCTGCATGGCGCGCGGGCNCTGTCC 
GCGTGTCGTCTTCTCTACNTGCGTCTCTGAGCTGCTGATAGATAGATATG 
AGCAAATTGTGAATAGGATAGATGATAGGAATCAGATCTGATGTGCTCAT 
GCTCCTCTAACGTGCCTGACATTCATCGTCGCACAGAGGTCTGATCTCAC 
CGATCANTCGTNCGCTGAATATGTCGTAGATGGTTCTACGTATTATGTAG 
ATGTAATTGCGTCCAACTAGTGAACGTCTGATACTACGCTGCACTGCACT 
AGTCGCGTATATGACTATAGTCGACGTTCGCGTATGTCGCCTCACAGGCG 
ATCACAGTGCGCAGACGACGCGGCTTTCTACTGCCTACACGCGCGGAGCA 
GTATGATCGTCTGCTGCGACGATAGTTGATCTGGCTGTCAGGAGTCTAGT 
ATATGGTGCAGCACTCGCATGCAGCTGGTGCGGAATGAGACAAGACATAT 
CTTGTGATACACTCGCCGACCATAGAGCCCATGATAGCGACGGAAGTGCT 
GTAGTCGTATATTGCTGCGCGAGCGCTACGTCGCGAGCTGTCAGAGAGCG 
ATACCTTCCACCTCTCCTACCGTCACTCGCATTACGACTGATCTCATATG 
ACTCTGTGCTACGTCTCGTTGCATAATCATGGGGTAAGTGAAAGTACGAG 
AATGTTCAGTCGGGATGCATGTGAAATGAGGCATAGTGTAAAAGTGGAGG 
ATGAGAGACTACGCCTGAACAATCGATGAAGTCTNTCCGCACACTACGAT 
ATGAGTCCGCGGGCAGTACCAATGTCCGAGAGCGATCGTAACCACACGTA 
TACCACTCAACGGCATACCATAGTGCACGGTAGTACNGATCATATATAGG 
ATAGANAGTTGGGGTGCTCATAGTAGAGTACGTTAGAGGTGCAGTTATCA 
TAATACTTGACAACAGGAGGGCCTTACTCAGACGCGCTTGTCGCGTACAC 
TACTCCGTCACATCGGNGTCTCACCCTTCTCTCATGGTACGCACGGCTGG 
CGATCAACGCGATCCCGCTGACGGATTGAGCGTGCATTGTATCATCTATC 
ACGACGCATCACCCACTCGTCTTGCATACTGTACACTCATGGCACTCGGA 
TCAACGTATATGATTATCTATAGAGTGAACAAGCGTCGAGCCATGCGTGG 
TACTCGGTGTGACACGGCACATATACGTGACAGATGTCGTCTACAGCTCT 
GACCCG 

>SARSl20.CB_H07_-_060.abl 1897 0 0 ABI 

TGGTGTACCTTGTGTGGTAGCGTGAGGATTGTACTGACATGCATAGTATG 

TGGTCGGCTGCTCAGTTAGATGTCTGACTGCTCATTCGNCGACTGCTCTG 

ATAGTGCTAGNTGTCTTGCTCGTAGTCGTGTCAGTAGCTCTGGTGTAGAT 

GTCTCGTATG CG CAGTG CTGTCGTATGTCGTAG AGTGTGTNGTTCTTCTA 

TCATGTGCAGCTGTCGTGTAGTGGATACGATACGAGTGTGTATGTATGTT 

CTTATTTNATCATTATCACTCGCATGATGAGACAAGTAATGACTGNATGA 

TGATNGCGTCGACACGGTGTGCACANANAGGGCGAGGCGGCACACNTCGA 

TG CTTG CATG CGTGTACATCACG ACGCATG CTG ACTCATGTGCTCGG ATG 

TACTGTAAGACTAGGCATGTGTGAGACATGAAGCGATGTTGAGATGTGCG 

ATACGACATG AGTAACTGTNAGTGAGACTG CGTG CGTCGTGACACTG CCT 

ATCGAGTGTGAGTGCTAGCAGTGTGTGATGGTGGTCTTGTTGTTGTGCTG 

NTGACNTGTCTCAGTGTATGTTATCNGATACGTGTCGATCGTGCTGTNCG 

ACGTCGGTGCAGCTCTCTGCAGTACTGANCAATGATACACCCGTACTATG 

TTATATGCTGTGTGATGCTATGTGCGANTACACTACTGCGAGATGATGAT 
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CACATGCGTCGCTGTCTCGATGAGGTACGCGGTCCCTATACTTANATGTA 
TGTAGTAG CG CTTCATATTGTAG CTGAGTGTG CATGTATAAG AG ACAGAT 
GTGTGTGCTGATGATACTGTACATGCTAAGATTGTCATGTCATGCGCAGT 
GTGTGCGTATGCGCGTGTACNTGTCGANTTGCCGTGAGTGTGTGCGATGA 
CGGTGCTATGTGTGGTGGTCATAGATCGTATGATGTGCCGTCGTCGTGTG 
TAGGCANGATGCTACACTGTTGTATGATATAGATCGAATATGAGTGNATG 
CGTGGATTCATGACTCTAGTTACGTGANTGATGCTGGTTCGGCGGTCATC 
TACTGTGATCGCCATGCCGGCCATCGGAGCACTGCGTGNCGTTACGTGCG 
TGAGGTCCGTGCTGATCATGGTAGGATGCTGTAGGTGTTCGTATCTGCTA 
TCATTCTCGGATATCGCACGCTCTGCGTGTCATGTCGACTATGCGTACCG 
ATATTGGCATCTGTCGTCGTGTCTAGTACACACTGTAAGACATAGCTCGA 
CTAGTCGTGCTCTCTCTGATATG CTGTGTATG CTGTGTGTCGTCATG CAG 
TGGATGACTACGCTGCACTGACTGAGGTTGATGTTGAGTGCTATATCGAN 
ACGTTATGTGATGCTGATGTGAGTGTGNTCTGTCATATTATTGCCTATAC 
GTGAGTCTCGTCGAGCTGTCGCTATACATTATGTGCCGTTCATATCAGTA 
GTTATCTTGACTGATTAGACATTATGCTGATATGAGTGCTGCAGTTTAGT 
ATGTATATANTTGACGTGCGAAGAATGTATGTTGTAGTNCGCGTACTGTA 
GTGTATTGCGATGCTTGATACGTGCGTGATGATATCTGGCATCTGTCTCT 
CGTNAGTATGTAGCTTGATGTATGAGTNTCATGNATGCNAGTGATATGTC 
GACGTGCATGAGTGTGATATATCTGTGTTGTGCGTAGGTATAATTTCTGT 
GTAGTGTGATANGCGNTGACTATGTGATAGTTGTGTACGATCGTCAATGT 
TGTAGCTCTGATTGATGAGTGATCGTGCTGTATGCAGTGTGCTATGTGAT 
CATCGCAGTGAGTCGCGATGTAGTGATATGAGTGTAGATGCATGTATGCN 
TGGTTGGATGAGATATGNTCATGTACGACCTGTGTNTGAGTGAGTGT 
>SARSl20.CB_H08_-_064.abl 1685 0 0 ABI 

GCGCGCGCATGGAGATTAGATAGGTCGCGGAGTGTGGCGGGCGTCGGACG 
TAAGTGGCGGTGTGTGACGAGAGGACGAGAGTGTGGTTTGTGATGAGATC 
TCTGCGTAGTCGAGTGTGTNACACGTATGGAGGTGTGTATTCTACCGTGC 
GTGTATTGTGANTCGTTTTGTTGCTGACTTCGCGTAGGGATTCCTGACTC 
GAGTGATGGAGCGATTGTGTACTACCTATCCGGCTACGCGTGCATGAGTC 
GTCTNGTGGTCGATAGATCGATGCGTGTCGTANACGTCTGTCNTATGTCG 
TGTGACGAGTGTGTTTTCTCCGCACCGTGAGTNAAGTCGGATCTGTGCGA 
TGCGTGCGCGGGTAGTCTTCGTGTCGTGATTCCAGANCCTTCATCTCCTN 
TCTCTC NTCCGTAGTAG CCTG CG CTTCG ATACCTG NTGGGTCGCGGTGGT 
GCAGAGTGTGTAGTGGGTGTGTCGCTCGCGTGACATCGGTCGTGTACGTG 
TCTGGTTGTAACGCAGNCTGCTANTACGTTAGCGCTCGGTGGCATGGCGT 
AGTGTGCGTGGCGGTAGTGCGCAGGGTGTAGCGAGGCGTGTAGCGTGGGG 
AGGCGCGAGNGGCGTGCGTGAGCTCNCAATGTACGNGTGGTTCTCTNTGT 
GTATCTGCACTACTCGCGGGTGCGCGTGGTGTCG NTGTGTTG CTGTGTG N 
GTCGCGTTACGTCGTACGCGATGCTGTGTGTATGAGAGGNCGANANTATC 
GTCCGCGATAGTGGGAGATGCGGGGCGCGGTCTGCGCGACGGTGACACGC 
GCGCNGCGCGACAATCCAGANCGGTCGGCGGCGATGGTGANTGTCGTCGC 
GAGTCGGCGCGTATAACGTACATGAGGGAACGGGACTGCAGGAGAGGAGC 
GGCNGTTGGCGTGTGANGCGAGGTGGTGTGCGGGGCGCGTGTGGGTCGNG 
GNTCCGCTGACGGGGCGCGCCGACAGGCCGGCGACGTACGTACGGCGATC 
ACCGCGCAGCCGCACNGCGTGTGTCTGCCGCGAGAGCGCCGNGACAGANA 
CGCCTTGACGGCGCTGNAGGAACCGTCTGCTGATCGTGNTCTCCCGNCGC 
GCGACGGGNTGCTNACGACGCGACGAGGGCGATGACGGATGTAGAGGTGT 
GGACGCTGACAGTGCGANGCTTGGCGCAGGTGTACGCNGCTTGCTCTGCA 
CGTTGTCATGNCGCGTCGTCTCGTCGCGCGCGTCTACGNGCNAGCCGACG 
CGAANGGTACCCAGAGACGTCGGCAACCAGTGCGGTCNATCAATGGTAGC 
AGAGCTATCCGGCNNGTCAAGAAGCGAGGCGGCAGACTCCANAGCTCGAA 
TGTACGTCTNACGTCACGTCAGGGNGCGNGCNNTGANCTCGTTGGCGNGC 
NACGNCGCTGACGTCGCNGTCANNACNATNTGCGCGNCGCGGCATCGCGC 
ANAGTGCGGGNNTCNCGGNGNGTGCAGCGTGTACTGNGGTCGCACTTGGA 
TAGGTG ATCTCTGACACGC NTGTACTC NG CTGTG CTGCG NTAG ANTG CG N 
CTGCGCATAN CG AG CG NGATAG N ATTG CTAG AN NGCTCGGGTGACCGTN A 
TGTGGTCGTANGNANANGNGTGCGCGNGTAGNGCGCCGACNGTGTNTGCG 
ATAGGTCTGTGCTCTCGTGACTGGGGAGTCTGGAG 
>SARSl20.CB_H09_-_076.abl 1952 0 0 ABI 

GATGTGTGATGTACACACGATCTACTGCGTACGNATATGACTGCTCTCGA 
CGATCGGTCGACGTTCGTGCGCNGCCGTCGTCTTATCTTGACTCCATCTC 
TAGCTCNTCTCACCGCTCNAGCACGTGTCGATGCTCGTCTCATGTATCCN 
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TCGCGCATAGTCTATGCTGTACTGTCTAGGCGTATACTCCGCGCGTTGAT 
ATTGTAGTANGTGACGCGTGGACGTGTGATGCACTGACTCGTACACNCAT 
ACCGTGCTCTGTACGTCTGGATGCTCGCTAGTCTNTNGATCNGCATAGTG 
TGGNCGACCTGNTNTGTGTATATATCTGATGAACATGGTANGTGAGTGAC 
AGTGCGATGTCGGAGGNCNGTGCTCGGTGNNGCGTAGGNCGTCTGTTNTA 
TCCTCTGNTGTCTGCTGTNCGTGTGCTGCTCTGCGANNACAGCTTCGGAC 
GNTGACAACGATCTCAGAGTCGACGCTCAGCTCTGGTCGATACTGGAGTG 
TNTANTAGTAGTCANGATGTGCTGGTGCAGTCAGCGCACGAGATGCGACG 
CGTATCGCGGNGAGACGACGCGATCTGTCGTGACCGCGTGCATTCGTCTG 
TCGCTCTACCGCGCTCGCGCCGTGTACGCAAATCCTGTGCACACCNGGGT 
CGTCTGACGCTCTNTCGCTGCGCGCTNTANCCGNCGCTCTACTNACTCTT 
GCGGCGCTCGTCTTGGTCCAGTGTCTGTGNTGTGAACTCATCNTNACGCT 
CGGCGCGCGCTCGTGTGTCGTCG NGCGTCGTAGTAG CTGG CG CGTCGCTC 
GCGATCTCAGTGTACGCNGAAGTGTNTGAGTGTGGCTAGCGTGCGAGGGC 
NCGGTCGNAGTGTGGATCGTGCATNANTCGCGCGATGGCTGCGTGTGGCG 
AGATGNAGTACGTCAGACGCGATGTGANTGAGAGCGGTGTGACGGGNGCA 
NTANGTGAGTCAGTGACGATGGGTCACCTCNGTCGTCGTNGANGACTNGC 
TGATCGGCAGCCTGTCGTCGCGATAGCACACCACGGTAGTCGCTGTGTCG 
CGAGTATGTCGCGATGTCATGTCACTCTAGCACGCCGNCTCGTACTCGTA 
TTGGTGATGTACGNCGGTCTATATTGGTGTGTGACCACACGCGCGTCTTG 
NCGGACNGCTGTGCGCGTGAGACNTCrCAGGCGTGTGGCGATTGTGGCGA 
CGTGTGCTCGANGGCGCTCGTGTCGCACCGTACGAANTGTAGTCGCGCrC 
TGCCGTGTGGATGGCCTGTGTCCGCTGTGGTATTCTGCTCTCGTATTACC 
GCATGTGATCTGACGGATGTCCGGCTCTCCTTCGTCACTTCCTGCGATCG 
CTAGGGGTGCGAGATAGCGGCTCGTGTCGATGCGTCATAGACCGTTNTGG 
GTGCTGTGTGGNGACGCTCGCGTCGCACGCGCGTCGTGTGNATGGANGCT 
GTTGTGGAGCGGGGTGTCGAGGNTGGCTTGTGCTCTGTTGGCTCGTGACG 
GCAGGTCGAGTCGACGTGANTGTCTGTGTGGTGCGCAGGGTCGAGAGCGG 
CTATGGCTGTTTGTATNGATGTGTCGANGAGGACGGCANTGAGNGTGNAG 
ANGCGATCGTAGTTGTGTGGAGATGAGCGNACTTGTGATGACTGCTAGAT 
CTACGCCAGTTGACGTGTATGCGGTATCAGTATGGNGAAACTTCGTGCAC 
GCGTTCGCGAGAAGATGCTGATANGCTGTCGTGCGGCTCACGCTGGCACG 
CGCGATATANTAACAGCGAGCCACTTCTGTTNCGTGACTCGTGCATGTGG 
GCTCGCGCGTGCGCGGTGGTGCCATGACTGTGTCGGNGGNCTTGTGGCGA 
GATGATAGTGGCTACTAGGCGGAGTGTCGCTGTAGGCTCACTGCTNTAGA 
GNCACTGTGTAGCGGAGTGAGCGNGGACGCTAGANGCATACGTTCTACGT 
GG 

>SARSl20.CB_HlO_-_080.abl 1108 0 0 ABI 

CCTTAATTTTTTGGTTTGGGTGTCGGTGGGGTTGGGTGGGGGTTGGGGGG 
TTGGGGTGTGGGGGGGGGGTGTGGGTTGTGTGGTTGTTTAI I I I I GATGT 
I I I I I I lATTCTATGTTGTTTGTGTTGTAGGTATGAGTTGTGTTGGGTAT 
ATTACGTTTATAAGCGAGTACTGTGTTGTGTGTTTAGTGATTTTGTTGGT 
GGTAGGGTTGTTTAGTAGTGTCGTTGTAATATATGTTTGGAGTAAAGAGT 
AATAGGGTTGAATGGAATTTAGTGGTGTTATAAGTATGGTTTGAGTTTAG 
TGTGTTTGTGAGTTTGGAGTGTGTGTTTTAGTGATATGATGGGATATGGG 
AGATGTAGTGGAGTAGGATTAATAGTCTAAGTAGAACTGTGGGTATTGTG 
GTTGGGTGGGGATGTTTAGTGTTATTAGTATTGAGGGTAGTTTTGTGTTG 
TTTGTTGGTAACGAATAAATAAGATAATAATTTTAGAAATTAATTATTAA 
AAAAAAAAAATAAACAAAAATAAATGATAAGAGAATTATATACATTTTAT 
ATATTTTACAAATAATAAAAAAAAAATAGAAAAAAAGAATAAAAAAATAA 
AAAAGAATAAATAATAATGAGGAGAAAAATAAAAAAAAGGAGAAGAAAAA 
AAAAGTAAAAAAAATAAAAAAATAAAGAAGAATAAAAGTTAAATAGATGT 
AAAAAGATATATATATTGTAATACAAATAAAGATAATAAAGAGAATAGAG 
TAAAAAGAAAAGATAGTAAAATAAGATAGAATAGTAAAAATTAAAAAAAC 
ATAAAGAGGAAAAAAAATATAAAAAAAACACAAAAAAAATAGGAATTATA 
GAAGTTGTGTGTTATTTTGTGTAGATTTGTAGAAATTTAAATATAAAAAG 
GAATAAAAGAAAAAATAGTGAGTAAAAACCAAAAAGATAAAAAATAAGAT 
TAAAGACTAATAAATGACAGTATAAATATAATTTTAATAAACATATATGA 
TAAAATAAGAAAAAAAAAATAAATAAAAACAAGAAGAAAAGAAAAATACA 
AAAAAATAAAAATAGAAATATAAAATAATAGAATAAAATTTTATAATATA 
CTTATTAT 

>SARSl20.CB_Hll_-_096.abl 1833 0 0 ABI 

TGTTACGGGTGNGAGNATGATATATAATGTTNCGTTGNATNAACTANGTN 

Page 50 



APPENDIXA(4 0F4) 



SARSl20.CB.txt 
TACTCACG CTGAGATAGTCTG CTCAGTACTCGTAGC AAG C AG CAC ACG N C 
CAGNCACANGCAGCTGAGCAACTCAAGACAACTAGTACTACGACATGANT 
GATCGAGACNACGCAGCGTAANGTCAATGCGCATATATGAGAGATANCTC 
ATCGGATATAGTGATACGATGACTCTCGTTCGTCTAACAATACACATATG 
GACGAGACACGTCACCACTCCTGAGACGCGACACGATCTACATGTCATAT 
CAACATATAGTGAGAGTNTATAGATATACATACGACGTCTGATGCAGATC 
GTATAGAGGCGATAATGATGACACATATCATACCGAGCTATCTATCATAC 
AACTGATATATAAGTATGTGTATATAG CTACTGTATG AG CTN GTG CG CTG 
CTGTTGTGAGAATAGAGCGATGTAGGGTCGCGTACTGGTAGTAGGTGACT 
AGGTAGNTAGTCATNACGACCTAAGCANCCTATCTGCCGCGTCGCCGTAT 
CGCACTGTTATCCAATCCTCTATACATCTGTNCAGTATNACGCTCGCGAT 
GCATATATATGTCGGTCTGCGATACGCATGCTGACTGTGTGAAGGTGCGC 
GTGTGTGGTGTCTGTTTTG CTATCTATAATTCTAG ACG CC AT ACG AAACG 
CTAGATGCGCATGTCATCTAAGCACATATCAGTATGAGTGGGATGGATCG 
ATAGGTATAAGAGATGGTAGACAGAGTGAGACGATCAGGATAAGCGATGT 
ATCNGTATGTATCGCATCGGTGCATCCACGTAGTGTATGATGTATCTGCG 
CCGCGTATCACCGTACGCACACGACCAAGCGTGCTACACGACCAGCTAAC 
TCGTTGTCATGCGCCGACGCAGNACGATCGTTGAATGATAGCGGACGTCA 
GTGCGCGTCACGCAGTTGAGAGATACGCAATGCGTTCTAGTCACATACGA 
TAGACCTCGTATGACATATGAGCGTGTTTAAGTGCGAGATCTAGTGGTAA 
TGAACTTTCGGTGTTTCTGGTCGTTATTGCTTCGTGCTGCTGCGTACGTC 
GTCGTTGGACGCACGTCGCATAGAATGGATCATCGTCTCCGCGTTGAACG 
GTTCTTCCGAGATGCATAATCAGTTCGTGTGCAGGGTATTAGATGTTAGC 
GAGCGAGTATATAGCTAAGTATAATACGCATCGCGAGCTCGCCACAGGCA 
GCCGTGATCAGAGTGAGTGCTTCCCGTCTTCTTGCGTCTCGGTGTGCCTC 
ATGGACTACGCGTCTATCCACGCACGCTCACTACCTTGTCAGCTAACTTG 
TACCTTGCTTATCCTCTCGTTCGCTTCAACTGTGATTATCATTCGCCTCT 
GTNACTGCNGGTCTCTCTTATCGAACGCGTGTCGACTCTAATACACCATT 
CCGGATCGTGTGACGAGGAATATGGATGTCGAGATATATGATGAAATGCG 
AGAATGGTCATGCTCAGCTCATATATATACGTCGACGTCTATGACTGCTC 
GTGCTATCTCGCACTGACTGCATTGTTATCGAATCATTTAGAGAACTCGC 
TATCGCNTACTATAATACTCGGGTATGTATGATACGCGCAATTACTATGA 
GTAATCTTGACCAATACATANCTAAATCCTATAGATACACTAGTGCACCA 
CTAACAGCTACTGTTACATTATCAATCATGTGCATTAGTGCACATACTCA 
CTGTGATTGTGATGTACATCTACACTGACAGTGATATTAGANACNTATCT 
TCTGAGCGATACGCGTTACTCACTACCGTANCG 

>SARSl20.CB_Hl2_-_104.abl 2110 0 0 ABI 

TAGTAAGTTTCTAGATATATATCACANTATCCTAGTATAGNATAACATNG 

ACGGCAGACAGNGNNGGACCGGCGAGATCGAACGGCTACNACGCCTCCNC 

TGACACATACATATAGCNGTGCGATACTGCTNCNTTCATCAGCACAANCA 

CCTCCCGCAGCACGATANCAACATAGGAAGTGAAAGAGGTACAGACTACG 

AGCTGCAACAACCGCACAGACACACTATAGTACACAGATAGACGTAGCGT 

GTATGACTATGANCTATGACTACTATACAATACTCAAAATGGATAGGTGT 

CTTGAACACATATGATATACTCGTGNCATACAGCATGATGACTCGAAACC 

CTGCGCGCGCAGTGTGTGNATGATGACCACGACGAGTCGCACGCCGCAGA 

GCGNGATGTGTGCTCACTATCTGTGAGTATTCTACGTCGCGCCGTGCGCA 

CGTGGTGGAGATGTGCACAGTGTGCTGATGTGTTGTGTAGGTAAGCGCGC 

AGCGAGANTGACCTACCGCGCACACTGTCGTTNCGGTGAGCCACGTGACT 

GCGTCATGTGGCACCTGAACACAGTGGTGCTGGTGTGGCATCTCGCCTCT 

CACTACTAGCGTCGTGGACACGACGTAAACTTCCTATCTGATGCTCTAGC 

TGTGTG CATGTATGTGATGTCGGTCAGTC ACATATC ACTATG CAGTACAG 

ACTACCAACAAGAATGTCACTAGTACATAGAAAAGACGTGGGAGTGTGAG 

AGAGGTGATACGCTTCTCGGACTGTCGATACCACGTAGTGTATACGAGTG 

CGGCGTGGAGAGTGCGCTATCGTCTTGAACGCAGCGATAGAGAGATACAG 

TGTGACAGATGAATATATGATGTAGAGGTATTGCTCTGACGTAGAAGTCT 

GACTGCATACTAAGATGCTCGCGCTTCCGATGTCATCATCTGACGNACTG 

AGCCGTCAGTTCGGTTCAGTTGTTTAGTGCGATGAAGCATACATGCAGTG 

CAGGTGACAGACCGCGTAGTGGCTCCTACGCNAATCATGTGATGTGATGG 

CGGAGCCTCTCGACCTGCTAAACCATGTGGCATTTGCGTGCGACAGCTGC 

GTCCCAGTACCTCGTGCTGGCGGATGTATGCNCGCATGACAGCTAGTCGA 

CAGAAGGTATGACG AGCAG ACTTACACATTAG CTCTATAG AG G C AGAAC N 

TCGCAGCTGATGCATGTGCTATGCGTTCGATCCGACTTGTCAGAACGTCT 

GAGCGGATGTCAGTTGGACGATGTCAGACGAGTCAGAGTGTGGGCATCAC 
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CGGCGGAGCGCGCGCGTGAGCGACTAAGTCGCGAACAGCGTAGCATGTGG 
TCATGCGCACAGCGTCAGCGATCGCTACGAGTGATGTGACTGATGCACGT 
AAGCGTGCNGGTGAGACGACGCGATGAAGGCAGTGAGTGAATATGCATCG 
CGTATCGCGAGCAGCCGCGATACCAGAGCGCGCGACGGATCGTCACTGCG 
CGAGGGCGTACTGGCGNGTGCCGGTGGCGCGTGGCGCATGAGGTGTGTAA 
GNTGGTGTCTCGACAGCATGATCACAGACGATAGGGATCTCTGTATACTC 
GCCACGTATTGTACAGTCGGTAGTTGTGCGTGTCTNGATGTCGCACGACA 
TGTAGCGTGTGCTGTATAGNGAGTAGTCATAGATGTTGTCATGATGTGAG 
AGTGTCTGTTACTG CGTATAG CTGCGAGTG CATGGCGTG AGTATATNTG C 
TGGCGTGACGTCTATGATGGAGATGTATCGTGCTGCGCGTCGACTGAGAT 
GTAGGTATNCTGCGCTGAATGCTGGTAGACTGAGTGNCATACGTGATGTT 
ATTGTCGCGACATGCGCATGTCGTATGCTGTGACGTCGCGACCAGTGATG 
CTGATATCGATGTAGACTGTATCGTAGCGAGCATATCTGATATACTGCGT 
CTGTCACNGAGCGTAGGATGTCTCTATATTAGTCCNATGTCATATACACG 
ACGCANTAATGATTTGAATACACGGTGTGAGTGTATGTATAGAAATAGCC 
TGTCGACATGCATTCTTCGCATCGAGCGTCCAGAGAGTACATGACATNTC 
GTCGTCTGCG 
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